[bookmark: _Hlk191234459]Figure S1. EGFR_TK and EGFR_T790M Kinase assay optimization
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[bookmark: _Hlk191234441]Figure S2a. LC-ESI-MS/MS (Positive ion mode) Chromatogram of crude extract of R. graveolens
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[bookmark: _Hlk191234486]Figure S2b. LC-ESI-MS/MS (Negative ion mode) Chromatogram of crude extract of R. graveolens
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[bookmark: _Hlk191234664]Figure S3a. LC-ESI-MS/MS (Positive ion mode) Chromatogram of EGFR_T790M-EAE
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[bookmark: _Hlk191234676]Figure S3b. LC-ESI-MS/MS (Negative ion mode) Chromatogram of EGFR_T790M-EAE
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[bookmark: _Hlk191234617]Figure S4a. LC-ESI-MS/MS (Positive ion mode) Chromatogram of EGFR-TK-EAE
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[bookmark: _Hlk191234628]Figure S4b. LC-ESI-MS/MS (Negative ion mode) Chromatogram of EGFR-TK-EAE



[bookmark: _Hlk191234692]Table S1. Compounds with drug-like properties specific to EGFR_T790M 
	S. No.
	Compound Name
	ADME properties
	Class
	MS/MS Match Percent

	1. 
	Balticol F
	H-bond acceptors – 6
H-bond donors – 2
iLOGP - 2.5
Lipinski  violations - 0
	Naphthalenone derivative
	95.71

	2. 
	4,7,8-trimethoxyfuro[2,3-b]quinoline
	H-bond acceptors – 5
H-bond donors – 0
iLOGP – 2.78
Lipinski  violations - 0
	Alkaloid
	94.9

	3. 
	Communesin A
	H-bond acceptors – 3
H-bond donors – 1
iLOGP – 3.62
Lipinski  violations - 0
	Alkaloids
	93.17

	4. 
	Talaroenamine D
	H-bond acceptors – 5
H-bond donors – 1
iLOGP – 1.7
Lipinski  violations - 0
	Benzoyl derivatives
	91.4

	5. 
	Thailanstatin A
	H-bond acceptors – 9
H-bond donors – 3
iLOGP – 3.02
Lipinski  violations - 0
	Polyketide
	87.93

	6. 
	Chryxanthone B
	H-bond acceptors – 6
H-bond donors – 2
iLOGP – 3.56
Lipinski  violations - 0
	Xanthone
	87.11
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