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Table S1 Base sequences of the primers used for amplifying P. furiosus genes

All P. furiosus ORFs were classified into 23 groups based on their gene length and the Tm value of each pair of primer. The Tm value of primer, the gene length, and the location of primers on plate were listed. 

Table S2 Location of P. furiosus genes in 96-well plate

The ORF numbers of each P. furiosus gene were listed. The highlighted genes were not successfully cloned into pDEST17 expression vector.

Figure S1 The expression screening of partial P. furiosus recombinant proteins
The recombinant P. furiosus proteins were randomly selected to express by induction with 0.5mM IPTG in 3ml culture. 15% SDS-PAGE was used to confirm the expression level of each P. furiosus recombinant protein. The ORFs were listed at the top of each gel image.
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