Supplementary Figure 14
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Supplementary Figure 14 - Manual gating overlay of UMAP dimensionality reduction. UMAP of
Live CD45+ cells from one healthy control individual (A). Manual gating was applied to the Live
CDA45+ cells, and these populations are overlayed in the labelled plots.
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Supplementary Figure 15 - UMAP dimensionality reduction of nine batch repeats of one
healthy control individual. Input cells were Live CD45+. Points are coloured by the scaled
expression of the labelled marker.





