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Hete. Amp. Homo. Amp. Hete. Del. Homo. Del. NoneCNV percentage in each cancer

−Log10(FDR) 1 0.05 0.01 0.001 <=0.0001
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−Log10(FDR) 1 0.05 0.01 0.001 <=0.0001 FDR <=0.05 >0.05

Correlations of CNV with mRNA expression

FDR 0.01 0.001 <=0.0001

Methy. diff(T−N)Methylation difference in each cancer Correlation between methylation and mRNA expression
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Logrank P 0.05 0.01 0.001 <=0.0001 Logrank P value <=0.05 >0.05

Hazard ratioSurvival difference between high and low methylation in each cancer Cox P value 0.05 0.01 0.001 <=0.0001 Cox P value <=0.05 >0.05

Survival difference between CNV groups
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Uterine Carcinosarcoma (TCGA, PanCancer Atlas)

Uterine Corpus Endometrial Carcinoma (TCGA, PanCancer Atlas)

Stomach Adenocarcinoma (TCGA, PanCancer Atlas)

Ovarian Serous Cystadenocarcinoma (TCGA, PanCancer Atlas)

Bladder Urothelial Carcinoma (TCGA, PanCancer Atlas)

Lung Adenocarcinoma (TCGA, PanCancer Atlas)

Diffuse Large B-Cell Lymphoma (TCGA, PanCancer Atlas)

Sarcoma (TCGA, PanCancer Atlas)

Esophageal Adenocarcinoma (TCGA, PanCancer Atlas)

Pancreatic Adenocarcinoma (TCGA, PanCancer Atlas)

Liver Hepatocellular Carcinoma (TCGA, PanCancer Atlas)

Adrenocortical Carcinoma (TCGA, PanCancer Atlas)

Skin Cutaneous Melanoma (TCGA, PanCancer Atlas)

Glioblastoma Multiforme (TCGA, PanCancer Atlas)

Lung Squamous Cell Carcinoma (TCGA, PanCancer Atlas)

Prostate Adenocarcinoma (TCGA, PanCancer Atlas)

Kidney Renal Papillary Cell Carcinoma (TCGA, PanCancer Atlas)

Brain Lower Grade Glioma (TCGA, PanCancer Atlas)

Pheochromocytoma and Paraganglioma (TCGA, PanCancer Atlas)

Cervical Squamous Cell Carcinoma (TCGA, PanCancer Atlas)

Colorectal Adenocarcinoma (TCGA, PanCancer Atlas)

Head and Neck Squamous Cell Carcinoma (TCGA, PanCancer Atlas)

Breast Invasive Carcinoma (TCGA, PanCancer Atlas)

Acute Myeloid Leukemia (TCGA, PanCancer Atlas)

Cholangiocarcinoma (TCGA, PanCancer Atlas)

Kidney Chromophobe (TCGA, PanCancer Atlas)

Kidney Renal Clear Cell Carcinoma (TCGA, PanCancer Atlas)

Mesothelioma (TCGA, PanCancer Atlas)

Testicular Germ Cell Tumors (TCGA, PanCancer Atlas)

Thymoma (TCGA, PanCancer Atlas)

Thyroid Carcinoma (TCGA, PanCancer Atlas)

Uveal Melanoma (TCGA, PanCancer Atlas)

CNA data
Mutation data

Structural variant data
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