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least one sample are displayed. Taxonomic groups below a relative abundance of 0.5% within each

Figure S7: Bacterial community composition in different soil compartments of topsoil and subsoil.
pie are not colored. Inner ring - phylum level; middle ring - genus or nearest classifiable level.

OTUs were clustered at 95% similarity level and only OTUs with a relative abundance = 1.5% in at



