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(A) (B) 

Supplementary Figure 1. (A) Open Lck has only a higher affinity for itself and not for WT Lck. 

JCam1 cells expressing (1) WT Lck–EGFP and WT Lck–mCherry, (2) constitutively open 

Lck(Y505F)–EGFP and Lck(Y505F)–mCherry or (3) WT Lck–mCherry and Lck(Y505F)–EGFP 

were activated and imaged as in Figure 1. Data for (1) and (2) are the same as plotted in figure 2. ns: 

non-significant. (B) WT Lck and Lck(Y192F) have the same level of clustering in resting cells. 

JCam1 cells transfected with either Lck WT or Lck(Y192F)  labelled with PSCFP2were let to adhere 

on a surface coated with 5µg/ml anti-human CD90, fixed, imaged and analyzed as in Figure 1. 
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