MtGEA: M. truncatula Gene Expression Atlas / Noble Foundation (http://mtgea.noble.org/vE)
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Figure S3 Expression data of Mt14-3-3 genes after an S. meliloti infection from the Medicago gene
atlas (http://mtgea.noble.org/v3/). The expression levels of the Mt14-3-3 genes in roots were analyzed
at different time points (1 and 3 dpi) after S. meliloti infection.





