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2.1 Supplementary Table

Table S1.The number of samples for each analysis

Analytic process Case  Control Note

Tablel.GenergI characteristics of the 1060 1467
study population
Table2.SLC35F3 variant rs34032258:
Effect on hypertensive traits in case 1060 0
groups
Table3.Allelic frequencies of 1035 1467 25 BMI data in case groups were
rs34032258 in different BMI levels missed
Table4.The effect of gender on SBP 1060 1467
and DBP

. : - Randomly selected 93
Figurel.Typical sequences of specific . ; :
mutations in the SLC35F3 SNPs in 93 0 hypertensive patients in order_ to
h . : Sanger sequencing in the first

ypertensive patients

stage of our study.

Figure2.SLC35F3 genotypes effect 344 0 Only 344 samples were available
on blood thiamine in patients for ELISA.
Figure3.DBP level Dbetween G- ﬁ]e::ﬁteo!n S:;i \rlc\;:()zein DorBdF;ﬁg
carriers and wild type in those whose 578 0 g group

DBP>90 mmHg

further explore the relation
between DBP and rs34032258.




2.2 Supplementary Figure

A

Figure S1. The protein tertiary structure of vitamin B1 transporter predicted by online
software

(A) In wild type, the encoded amino acid is arginine (Arg)
(http://raptorx.uchicago.edu/StructurePrediction/myjobs/73845858 83920/ ).

(B) In mutant type, the encoded amino acid is glycine (Gly) and the protein tertiary structure
is much looser. ( http://raptorx.uchicago.edu/StructurePrediction/myjobs/32552875 83921 )
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