
amd_AMED_9008
   MRLMS L DLLVL TAEADATAVLPALDLLPHTVRVRA P EVTALLDAGHRDV I LLDAR SDLA

msb_LJ00_28600   - - - - - MDLLLL T VDPHP E SVLP SL SLLAHTVRTA P T EVS SLLETGSADVA I VDARTDLA
sco_SCO4159    - - - MS S LLLLTNALQP STEVLPALGLLLHNVRVA P A EGPALVDTPGADV I LVDGRRDLP

 
amd_AMED_9008
   AKS L C R LLKGTGEDEAATP I I AVVGEGGLVAVSAE WRTDD I LLP TAGPAEVDARLRLVT

msb_LJ00_28600   ARGL C R LLGTTG - - - T SVPVVAV I NEGGLVAVNHE WGLDE I LLP STGPAE I DARLRLLV
sco_SCO4159    I RS L C Q LLRSTG - - - L SCP LVL I VTEGGLAAVTADWG I DDVLLDTAGPAEVEARLRLAT

 
amd_AMED_9008
   RDGG S AQVD - - AELRVGELV I DEATYTARLRKRT L E LTYKEFELLKYLAQHAGRVF TRA

msb_LJ00_28600   RRGGNANQENVGK I TLGELV I DEGTYTARLRGKP L D LTYKEFELLKYLAQHAGRVF TRA
sco_SCO4159    RQQL GGDDSP - ME I RNGDL SVDEATYSAKLKGRVL D LTFKEFELLKYLAQHPGRVF TRA

 
amd_AMED_9008
   L LQE VWGYDF F GGTRTVDVHVRRLRAKLGP EHEQM I GTVRNVGYKFERPAKSGGPRPGV

msb_LJ00_28600   L LQE VWGYDF F GGTRTVDVHVRRLRAKLGP EYEAL I GTVRNVGYKAVRP SRGKP PAADA
sco_SCO4159    L LQE VWGYDYF GGTRTVDVHVRRLRAKLGP EHE S L I GTVRNVGYRFVTP EKP EKGEKSD

 
amd_AMED_9008
   VQA TA E APADT VL I STNP TTVTAE - - - - - - - - - -

msb_LJ00_28600   GEDVP DGPDEG F GDDVDVDGP LAGRLT SQ - - - - -
sco_SCO4159    S EKAE R AEKAE RAETPGKAAAETNEAAGARS SKV

 

BoxShade v3.31 C (beta, 970507) Output http://mobyle.pasteur.fr/data/jobs/boxshade/Z60395041455984/boxshade.html

1 von 1 27.06.2016 16:19

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Hervorheben

bcbbe01
Textfeld
138

bcbbe01
Textfeld
140

bcbbe01
Textfeld
142

bcbbe01
Textfeld
153

bcbbe01
Textfeld
159

bcbbe01
Textfeld
200

bcbbe01
Textfeld

bcbbe01
Textfeld
211

bcbbe01
Schreibmaschinentext
Fig. S4 Alignment of the GlnR homologous protein sequences from S. coelicolor (SCO4159), M. smegmatis (LJ00_28600) and A. mediterranei U32 (AMED_9008).
Alignment of the GlnR-protein sequences (http://www.genome.jp/kegg/) was performed using Clustal W and Boxshade (http://mobyle.pasteur.fr). Conserved residues are shown as white letter on black background. Non-conserved residues are shown as black letters on a white background. Black letters on gray background indicate similar amino acids.Phosphorylated serine/threonine residues are highlighted in red. Acetylated lysine residues are highlighted in green. Positions of the modified residues are refered to GlnR-protein sequence from S.coelicolor.
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