Supplement information A
	FTC 133 Up
	
	

	Category
	Term
	FDR

	 GOTERM_BP_FAT
	GO:0000377~RNA splicing, via transesterification reactions with bulged adenosine as nucleophile
	0,089539

	GOTERM_BP_FAT
	GO:0000375~RNA splicing, via transesterification reactions
	0,089539

	GOTERM_BP_FAT
	GO:0000398~nuclear mRNA splicing, via spliceosome
	0,089539

	GOTERM_BP_FAT
	GO:0022402~cell cycle process
	1,0634173

	GOTERM_BP_FAT
	GO:0006396~RNA processing
	1,2253007

	GOTERM_BP_FAT
	GO:0006397~mRNA processing
	1,4694399

	GOTERM_BP_FAT
	GO:0000278~mitotic cell cycle
	1,5655461

	GOTERM_BP_FAT
	GO:0016071~mRNA metabolic process
	2,567679

	GOTERM_BP_FAT
	GO:0008380~RNA splicing
	3,3651823

	GOTERM_BP_FAT
	GO:0006096~glycolysis
	3,3674677

	GOTERM_BP_FAT
	GO:0031397~negative regulation of protein ubiquitination
	4,7015257

	GOTERM_BP_FAT
	GO:0050657~nucleic acid transport
	4,7072676

	GOTERM_BP_FAT
	GO:0006403~RNA localization
	4,7072676

	GOTERM_BP_FAT
	GO:0051236~establishment of RNA localization
	4,7072676

	GOTERM_BP_FAT
	GO:0050658~RNA transport
	4,7072676

	
	
	

	FTC 133 Down
	
	

	Category
	Term
	FDR

	GOTERM_BP_FAT
	GO:0060548~negative regulation of cell death
	0,0426267

	GOTERM_BP_FAT
	GO:0043069~negative regulation of programmed cell death
	0,0426267

	GOTERM_BP_FAT
	GO:0043066~negative regulation of apoptosis
	0,0426267

	GOTERM_CC_FAT
	GO:0042611~MHC protein complex
	0,110503

	INTERPRO
	IPR014745:MHC class II, alpha/beta chain, N-terminal
	0,1533232

	INTERPRO
	IPR000353:MHC class II, beta chain, N-terminal
	0,1931135

	GOTERM_BP_FAT
	GO:0006916~anti-apoptosis
	0,5362489

	INTERPRO
	IPR003597:Immunoglobulin C1-set
	0,6350768

	INTERPRO
	IPR003006:Immunoglobulin/major histocompatibility complex, conserved site
	0,6350768

	SP_PIR_KEYWORDS
	protease inhibitor
	1,20095

	GOTERM_BP_FAT
	GO:0042981~regulation of apoptosis
	1,2774452

	GOTERM_BP_FAT
	GO:0043067~regulation of programmed cell death
	1,2774452

	GOTERM_BP_FAT
	GO:0010941~regulation of cell death
	1,2774452

	SP_PIR_KEYWORDS
	mhc ii
	1,9734122

	GOTERM_BP_FAT
	GO:0019882~antigen processing and presentation
	2,0969602

	
	
	


	WRO Up
	
	

	Category
	Term
	FDR

	GOTERM_CC_FAT
	GO:0022626~cytosolic ribosome
	4,22E-04

	SP_PIR_KEYWORDS
	ribosome
	0,0014677

	GOTERM_CC_FAT
	GO:0033279~ribosomal subunit
	0,0015718

	GOTERM_MF_FAT
	GO:0003735~structural constituent of ribosome
	0,0051369

	SP_PIR_KEYWORDS
	ribosomal protein
	0,0077249

	GOTERM_CC_FAT
	GO:0022627~cytosolic small ribosomal subunit
	0,0087831

	SP_PIR_KEYWORDS
	ribonucleoprotein
	0,0364202

	GOTERM_CC_FAT
	GO:0005840~ribosome
	0,0412039

	GOTERM_CC_FAT
	GO:0015935~small ribosomal subunit
	0,0895921

	KEGG_PATHWAY
	hsa03010:Ribosome
	0,1000737

	GOTERM_BP_FAT
	GO:0006412~translation
	0,3351083

	GOTERM_CC_FAT
	GO:0030529~ribonucleoprotein complex
	0,4491017

	SP_PIR_KEYWORDS
	protein biosynthesis
	0,5919176

	GOTERM_CC_FAT
	GO:0043232~intracellular non-membrane-bounded organelle
	0,6384081

	GOTERM_CC_FAT
	GO:0043228~non-membrane-bounded organelle
	0,6384081

	GOTERM_BP_FAT
	GO:0010941~regulation of cell death
	0,8456043

	GOTERM_BP_FAT
	GO:0042981~regulation of apoptosis
	0,8456043

	GOTERM_BP_FAT
	GO:0043067~regulation of programmed cell death
	0,8456043

	GOTERM_BP_FAT
	GO:0010942~positive regulation of cell death
	1,618426

	GOTERM_BP_FAT
	GO:0043065~positive regulation of apoptosis
	1,618426

	GOTERM_BP_FAT
	GO:0043068~positive regulation of programmed cell death
	1,618426

	GOTERM_BP_FAT
	GO:0022402~cell cycle process
	3,813032

	
	
	

	WRO Down
	
	

	Category
	Term
	FDR

	INTERPRO
	IPR014745:MHC class II, alpha/beta chain, N-terminal
	0,2458176

	INTERPRO
	IPR000353:MHC class II, beta chain, N-terminal
	0,2837821

	GOTERM_BP_FAT
	GO:0006916~anti-apoptosis
	0,4645176

	GOTERM_BP_FAT
	GO:0043069~negative regulation of programmed cell death
	1,7067917

	GOTERM_BP_FAT
	GO:0060548~negative regulation of cell death
	1,7067917

	GOTERM_BP_FAT
	GO:0043066~negative regulation of apoptosis
	1,7067917

	GOTERM_BP_FAT
	GO:0040008~regulation of growth
	3,1004284

	SP_PIR_KEYWORDS
	mhc ii
	3,390925

	
	
	


	BCPAP Up
	
	

	Category
	Term
	FDR

	GOTERM_CC_FAT
	GO:0030529~ribonucleoprotein complex
	8,09E-04

	GOTERM_CC_FAT
	GO:0022626~cytosolic ribosome
	0,0019243

	GOTERM_BP_FAT
	GO:0006412~translation
	0,0020224

	GOTERM_CC_FAT
	GO:0005840~ribosome
	0,0027825

	SP_PIR_KEYWORDS
	protein biosynthesis
	0,0027864

	GOTERM_CC_FAT
	GO:0033279~ribosomal subunit
	0,0072928

	SP_PIR_KEYWORDS
	ribonucleoprotein
	0,0078735

	SP_PIR_KEYWORDS
	ribosome
	0,00838

	GOTERM_MF_FAT
	GO:0003723~RNA binding
	0,0084978

	GOTERM_MF_FAT
	GO:0003735~structural constituent of ribosome
	0,0134227

	SP_PIR_KEYWORDS
	ribosomal protein
	0,01649

	SP_PIR_KEYWORDS
	nucleus
	0,0171577

	GOTERM_CC_FAT
	GO:0022627~cytosolic small ribosomal subunit
	0,1205939

	GOTERM_CC_FAT
	GO:0031981~nuclear lumen
	0,1393612

	GOTERM_CC_FAT
	GO:0015935~small ribosomal subunit
	0,2231239

	GOTERM_CC_FAT
	GO:0043228~non-membrane-bounded organelle
	0,2940479

	GOTERM_CC_FAT
	GO:0043232~intracellular non-membrane-bounded organelle
	0,2940479

	KEGG_PATHWAY
	hsa03010:Ribosome
	0,4095346

	GOTERM_BP_FAT
	GO:0042254~ribosome biogenesis
	0,5820139

	KEGG_PATHWAY
	hsa03040:Spliceosome
	0,7697995

	SP_PIR_KEYWORDS
	mrna splicing
	1,3353634

	GOTERM_BP_FAT
	GO:0022613~ribonucleoprotein complex biogenesis
	2,570295

	GOTERM_BP_FAT
	GO:0022402~cell cycle process
	2,6925738

	GOTERM_BP_FAT
	GO:0006260~DNA replication
	2,8021868

	GOTERM_BP_FAT
	GO:0007049~cell cycle
	2,8825561

	GOTERM_CC_FAT
	GO:0031974~membrane-enclosed lumen
	3,1664164

	GOTERM_BP_FAT
	GO:0006364~rRNA processing
	3,46362


	
	
	

	BCPAP Down
	
	

	Category
	Term
	FDR

	GOTERM_BP_FAT
	GO:0043069~negative regulation of programmed cell death
	1,13E-01

	GOTERM_BP_FAT
	GO:0043066~negative regulation of apoptosis
	1,13E-01

	GOTERM_BP_FAT
	GO:0060548~negative regulation of cell death
	0,1132713

	GOTERM_BP_FAT
	GO:0006916~anti-apoptosis
	0,2211368

	INTERPRO
	IPR000353:MHC class II, beta chain, N-terminal
	0,5192335

	GOTERM_BP_FAT
	GO:0042981~regulation of apoptosis
	1,3075679

	GOTERM_BP_FAT
	GO:0043067~regulation of programmed cell death
	1,3075679

	GOTERM_BP_FAT
	GO:0010941~regulation of cell death
	1,3075679

	GOTERM_BP_FAT
	GO:0044057~regulation of system process
	1,3175881

	GOTERM_BP_FAT
	GO:0008219~cell death
	2,8812959

	GOTERM_BP_FAT
	GO:0016265~death
	3,3219944

	INTERPRO
	IPR014745:MHC class II, alpha/beta chain, N-terminal
	3,7148937

	
	
	


	
	
	

	TPC1 Up
	
	

	Category
	Term
	FDR

	GOTERM_CC_FAT
	GO:0033279~ribosomal subunit
	9,33E-11

	GOTERM_CC_FAT
	GO:0005840~ribosome
	1,21E-10

	GOTERM_BP_FAT
	GO:0006414~translational elongation
	1,29E-10

	SP_PIR_KEYWORDS
	ribosome
	1,96E-10

	GOTERM_MF_FAT
	GO:0003735~structural constituent of ribosome
	3,26E-10

	SP_PIR_KEYWORDS
	ribosomal protein
	9,38E-10

	GOTERM_BP_FAT
	GO:0006412~translation
	1,46E-09

	SP_PIR_KEYWORDS
	protein biosynthesis
	2,40E-09

	GOTERM_CC_FAT
	GO:0022626~cytosolic ribosome
	1,39E-08

	KEGG_PATHWAY
	hsa03010:Ribosome
	4,00E-08

	SP_PIR_KEYWORDS
	ribonucleoprotein
	5,97E-08

	GOTERM_CC_FAT
	GO:0030529~ribonucleoprotein complex
	6,51E-08

	GOTERM_CC_FAT
	GO:0044445~cytosolic part
	2,75E-07

	GOTERM_CC_FAT
	GO:0015934~large ribosomal subunit
	2,45E-04

	GOTERM_MF_FAT
	GO:0003723~RNA binding
	2,46E-04

	GOTERM_CC_FAT
	GO:0005829~cytosol
	2,92E-04

	GOTERM_CC_FAT
	GO:0015935~small ribosomal subunit
	5,59E-04

	GOTERM_CC_FAT
	GO:0043232~intracellular non-membrane-bounded organelle
	9,21E-04

	GOTERM_CC_FAT
	GO:0043228~non-membrane-bounded organelle
	9,21E-04

	GOTERM_CC_FAT
	GO:0022627~cytosolic small ribosomal subunit
	0,0011985

	GOTERM_CC_FAT
	GO:0022625~cytosolic large ribosomal subunit
	0,0175079

	GOTERM_CC_FAT
	GO:0031981~nuclear lumen
	0,0630432

	GOTERM_BP_FAT
	GO:0042254~ribosome biogenesis
	0,0648963

	GOTERM_BP_FAT
	GO:0022613~ribonucleoprotein complex biogenesis
	0,3740149

	GOTERM_CC_FAT
	GO:0031974~membrane-enclosed lumen
	0,6472419

	GOTERM_CC_FAT
	GO:0070013~intracellular organelle lumen
	0,9633559

	GOTERM_CC_FAT
	GO:0043233~organelle lumen
	1,2437498


	
	
	

	TPC1 Down
	
	

	Category
	Term
	FDR

	GOTERM_CC_FAT
	GO:0042611~MHC protein complex
	1,13E-05

	UP_SEQ_FEATURE
	domain:Ig-like C1-type
	2,75E-05

	SP_PIR_KEYWORDS
	mhc ii
	4,25E-05

	GOTERM_CC_FAT
	GO:0005886~plasma membrane
	8,54E-05

	GOTERM_BP_FAT
	GO:0002504~antigen processing and presentation of peptide or polysaccharide antigen via MHC class II
	8,74E-05

	GOTERM_CC_FAT
	GO:0042613~MHC class II protein complex
	2,20E-04

	INTERPRO
	IPR003006:Immunoglobulin/major histocompatibility complex, conserved site
	3,78E-04

	INTERPRO
	IPR003597:Immunoglobulin C1-set
	3,78E-04

	GOTERM_BP_FAT
	GO:0019882~antigen processing and presentation
	5,30E-04

	PIR_SUPERFAMILY
	PIRSF001991:class II histocompatibility antigen
	5,87E-04

	GOTERM_BP_FAT
	GO:0060548~negative regulation of cell death
	4,78E-03

	GOTERM_BP_FAT
	GO:0043066~negative regulation of apoptosis
	4,78E-03

	GOTERM_BP_FAT
	GO:0043069~negative regulation of programmed cell death
	4,78E-03

	GOTERM_MF_FAT
	GO:0032395~MHC class II receptor activity
	7,95E-03

	SP_PIR_KEYWORDS
	immune response
	1,83E-02

	GOTERM_BP_FAT
	GO:0006916~anti-apoptosis
	2,33E-02

	INTERPRO
	IPR014745:MHC class II, alpha/beta chain, N-terminal
	0,089783

	INTERPRO
	IPR000353:MHC class II, beta chain, N-terminal
	0,8172608

	KEGG_PATHWAY
	hsa04612:Antigen processing and presentation
	1,7503571

	INTERPRO
	IPR001003:MHC class II, alpha chain, N-terminal
	2,8173518

	SP_PIR_KEYWORDS
	protease inhibitor
	4,7312637


	8505C Up
	
	

	Category
	Term
	FDR

	GOTERM_BP_FAT
	GO:0006412~translation
	7,94E-07

	SP_PIR_KEYWORDS
	protein biosynthesis
	1,65E-06

	GOTERM_CC_FAT
	GO:0005840~ribosome
	8,91E-06

	GOTERM_MF_FAT
	GO:0003735~structural constituent of ribosome
	9,26E-06

	SP_PIR_KEYWORDS
	ribosome
	1,22E-05

	GOTERM_BP_FAT
	GO:0006414~translational elongation
	1,47E-05

	GOTERM_CC_FAT
	GO:0022626~cytosolic ribosome
	5,12E-05

	SP_PIR_KEYWORDS
	ribosomal protein
	1,01E-04

	GOTERM_CC_FAT
	GO:0033279~ribosomal subunit
	7,41E-04

	KEGG_PATHWAY
	hsa03010:Ribosome
	2,23E-03

	SP_PIR_KEYWORDS
	ribonucleoprotein
	5,49E-03

	GOTERM_CC_FAT
	GO:0044445~cytosolic part
	5,75E-03

	GOTERM_CC_FAT
	GO:0022627~cytosolic small ribosomal subunit
	1,57E-02

	GOTERM_MF_FAT
	GO:0003723~RNA binding
	3,42E-02

	GOTERM_CC_FAT
	GO:0015935~small ribosomal subunit
	1,17E-01

	GOTERM_CC_FAT
	GO:0005829~cytosol
	1,68E-01

	GOTERM_CC_FAT
	GO:0030529~ribonucleoprotein complex
	3,03E-01

	GOTERM_MF_FAT
	GO:0005198~structural molecule activity
	5,08E-01

	GOTERM_CC_FAT
	GO:0043228~non-membrane-bounded organelle
	8,57E-01

	GOTERM_CC_FAT
	GO:0043232~intracellular non-membrane-bounded organelle
	8,57E-01

	GOTERM_BP_FAT
	GO:0006260~DNA replication
	2,13E+00

	GOTERM_CC_FAT
	GO:0015934~large ribosomal subunit
	3,85E+00

	
	
	

	8505C Down
	
	

	Category
	Term
	FDR

	INTERPRO
	IPR014745:MHC class II, alpha/beta chain, N-terminal
	4,35E-01

	INTERPRO
	IPR000353:MHC class II, beta chain, N-terminal
	4,54E-01

	GOTERM_CC_FAT
	GO:0005856~cytoskeleton
	3,11E+00

	SP_PIR_KEYWORDS
	microtubule
	3,23E+00

	SP_PIR_KEYWORDS
	mhc ii
	4,86E+00

	
	
	


Supplement information B

	
	
	

	Up
	
	

	Category
	Term
	FDR

	GOTERM_CC_FAT
	GO:0000793~condensed chromosome
	0.3154241

	GOTERM_BP_FAT
	GO:0006259~DNA metabolic process
	0.5496015

	GOTERM_BP_FAT
	GO:0006260~DNA replication
	1.5348311

	GOTERM_CC_FAT
	GO:0000777~condensed chromosome kinetochore
	2.1668176

	SP_PIR_KEYWORDS
	Kinetochore
	2.6694221

	GOTERM_CC_FAT
	GO:0000779~condensed chromosome, centromeric region
	2.7661099


	Down
	
	

	Category
	Term
	FDR

	SP_PIR_KEYWORDS
	Glycoprotein
	1.4714049

	UP_SEQ_FEATURE
	glycosylation site:N-linked (GlcNAc...)
	2.6791999


	Modulation
	
	

	Category
	Term
	FDR

	SP_PIR_KEYWORDS
	Glycoprotein
	0.0355546

	SP_PIR_KEYWORDS
	disulfide bond
	0.1173863

	GOTERM_BP_FAT
	GO:0006955~immune response
	0.1965723

	SP_PIR_KEYWORDS
	Signal
	0.2714175

	UP_SEQ_FEATURE
	signal peptide
	0.2989040

	GOTERM_BP_FAT
	GO:0019882~antigen processing and presentation
	0.4180291

	INTERPRO
	IPR014745:MHC class II, alpha/beta chain, N-terminal
	0.5635828

	GOTERM_CC_FAT
	GO:0042613~MHC class II protein complex
	0.6981322

	GOTERM_MF_FAT
	GO:0032395~MHC class II receptor activity
	0.7691275

	PIR_SUPERFAMILY
	PIRSF001991:class II histocompatibility antigen
	0.5809723

	SP_PIR_KEYWORDS
	mhc ii
	0.9433442

	KEGG_PATHWAY
	hsa05416:Viral myocarditis
	0.8339204

	GOTERM_BP_FAT
	GO:0002504~antigen processing and presentation of peptide or polysaccharide antigen via MHC class II
	1.6383354

	UP_SEQ_FEATURE
	domain:Ig-like C1-type
	1.8793647

	UP_SEQ_FEATURE
	region of interest:Connecting peptide
	2.2109247

	KEGG_PATHWAY
	hsa05310:Asthma
	1.6105967

	GOTERM_CC_FAT
	GO:0005615~extracellular space
	2.2641217

	GOTERM_CC_FAT
	GO:0042611~MHC protein complex
	2.5194286

	INTERPRO
	IPR003597:Immunoglobulin C1-set
	2.7193871

	KEGG_PATHWAY
	hsa04514:Cell adhesion molecules (CAMs)
	2.6497264

	KEGG_PATHWAY
	hsa05320:Autoimmune thyroid disease
	3.6556708

	SMART
	SM00407:IGc1
	3.2944792


 Supplement information C
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