
 Candidate 
PTSD 
Genes 

Gene Name PTSD 
(association, 
references) 

PTSD  
(no assoc.  

ref. 

Number 
of 
Patients* 

CVD 
Risk 
Genes  

CVD 
(references) 

T2DM  
Risk 
genes  

T2DM 
(references) 

1 ACE angiotensin 1 converting enzyme [1]  3803 YES [2] YES [3] 

2 ADCY8 adenylate cyclase 8 (brain) [4,5]  484     

3 ADCYAP1
R1 

adenylate cyclase activating polypeptide 
1 (pituitary) receptor type I 

[6-9]  2453     

4 ADRA2B adrenoceptor alpha 2B  [10]  119 YES [11] YES [12] 

5 ADRB2 adrenoceptor beta 2, surface [13]  2893 YES [14] YES [15] 

6 ANKK1 ankyrin repeat and kinase domain 
containing 1  

[16] [17] 63     

7 ANK3 ankyrin 3, node of Ranvier (ankyrin G)  [18]  554     

8 APOE,2 apolipoprotein E, 2 [19]  128 YES [20] YES [21] 

9 BDNF brain-derived neurotrophic factor [22,23]  150 YES [24] YES [25] 

10 CAT catalase [26]   YES [27] YES [28] 

11 CHRNA5 cholinergic receptor, nicotinic, alpha 5 
(neuronal) 

[29]  502 YES [30]   

12 CNR1 cannabinoid receptor 1 (brain)  [31]  187 YES [32] YES [33] 

13 COBL cordon-bleu WH2 repeat protein  [4]  4344     

14 COMT catechol-O-methyltransferase [29,34-36]  1777 YES [37,38]   

15 CRHBP corticotropin releasing hormone binding 
protein 

[39]  93     

16 CXCL8 
(IL-8) 

chemokine (C-X-C motif) ligand 8 [40,41]  178 YES [42,43]   

17 CRHR1 corticotropin releasing hormone receptor 
1 

[44]  637     

18 CRHR2 corticotropin releasing hormone receptor 
2 

[45]  491     

19 CRP C-reactive protein, pentraxin-related [46]  2692 YES [47] YES [48] 

20 DAT dopamine transporter [49]  212     

21 DBH dopamine beta-hydroxylase (dopamine 
beta-monooxygenase 

[50]  167     

22 DDX60L DEAD (Asp-Glu-Ala-Asp)box polypeptide 
60-like 

[51]  1708     



23 DPP6 dipeptidyl-peptidase 6  [5]  484 YES [52]   

24 DRD2 dopamine receptor D2 [16,53,54] [55] 1749   YES [56] 

25 DRD4 dopamine receptor D4 [57]  107     

26 DTNBP1 dystrobrevin binding protein 1  [58]  377     

27 DUSP2 
(PAC1) 

dual specificity phosphatase 2 [6]  1200     

28 EDEM1 ER degradation enhancer, mannosidase 
alpha-like 1 

[59]  86     

29 EGR1 early growth response 1  [60]  152     

30 FAAH fatty acid amide hydrolase  [61]  115 YES [62]   

31 FKBP5 FK506 binding protein 5 [29,63]  412     

32 GABRA2 gamma-aminobutyric acid (GABA) A 
receptor, alpha 2  

[64]  46     

33 GABRB3 gamma-aminobutyric acid (GABA) A 
receptor, beta 3  

[65]  86     

34 GAD1 glutamate decarboxylase 1 (brain, 
67kDa) 

[34]  928     

35 HTR1A 5-hydroxytryptamine (serotonin) receptor 
1A, G protein-coupled  

[66]  297     

36 HTR2A 5-hydroxytryptamine (serotonin) receptor 
2A, G protein-coupled  

[67]  174 YES [68]   

37 GRIN2A glutamate receptor, ionotropic, N-methyl 
D-aspartate 2A 

[54]  1749     

38 GRIN2B glutamate receptor, ionotropic, N-methyl 
D-aspartate 2b 

[54]  1749     

39 HTR2A 5-hydroxytryptamine (serotonin) receptor 
2A, G protein-coupled  

[67]  174 YES [68]   

40 IL1B interleukin 1, beta  [69,70]  79 YES [71] YES [72] 

41 IL1RN interleukin 1 receptor antagonist [73]  406 YES [74]   

42 IL2 interleukin 2 [75]  110 YES [76]   

43 IL6 interleukin 6 [77]  56 YES [78] YES [79] 

44 INPP1 inositol polyphosphate-1-phosphatase [80]  184 YES [81]   

45 ITGA6 Integrin alpha 6 [54]  1749     

46 lincRNA 
AC068718.1 

long non-coding RNA Aco6718.1 [82]  423     

          



47 MT-ATP8 mitochondrially encoded ATP synthase 
8  

[83]  1238 YES [84]   

48 MT-ND5 mitochondrially encoded NADH 
dehydrogenase 5 

[83]  1238 YES [85]   

49 MZB1 
(PACAP) 

marginal zone B and B1 cell-specific 
protein 

[6]  798     

50 NCAM neural cell adhesion molecule 1 [54]  1749     

51 NRXN3 Neurexin 3 [54]  1749     

52 NOS1AP nitric oxide synthase 1 (neuronal) 
adaptor protein 

[86]  358 YES [87] YES [88] 

53 NPPB natriuretic peptide B [89]  891 YES [90]   

54 NPY neuropeptide Y [91]  502 YES [92] YES [93] 

55 NR3C1 
(GR) 

nuclear receptor subfamily 3, group C, 
member 1  (Glucocorticoid Receptor) 

[94-96]  118 YES [97] YES [98] 

56 NTRK2 neurotrophic tyrosine kinase, receptor, 
type 2 

[80]  184     

57 OPRL1 opiate receptor-like 1 [99]  1847     

61 OPRM1 opioid receptor, mu 1 [100]  201     

62 OXTR oxytocin receptor  [101]  205     

63 PCDH7 protocadherin 7 [51]  1708 YES [102]   

64 PCLO piccolo presynaptic cytomatrix protein [103]  66     

65 PENK proenkephalin [104]  4231 YES [105]   

66 PRKCA protein kinase C, alpha    394     

67 PRKG1 Protein kinase, cGMP dependent, type 1 [51]  1708 YES [106]   

68 PRTFDC1 phosphoribosyl transferase domain 
containing 1 

[107]  3494     

69 RGS2 regulator of G-protein signaling 2  [34,101]  1133 YES [108]   

70 RORA RAR-related orphan receptor A  [109] [110] 605     

71 S100A10 S100 calcium binding protein A10  [111]  N/A YES [112]   

72 SDC2 syndecan 2 [51]  949     

73 SLC18A2 solute carrier family 18 (vesicular 
monoamine transporter), member 2 

[104]  2538 YES [113]   

74 SLC1A1 solute carrier family 1 (neuronal/epithelial 
high affinity glutamate transporter, 
system Xag), member 1  

[23,114]  818     



75 SLC6A3 solute carrier family 6 (neurotransmitter 
transporter), member 3 

[23]  2591     

76 SLC6A4 solute carrier family 6 (neurotransmitter 
transporter), member 4 

[34,115,11
6] 

 2707 YES [117]   

77 SRD5A2 steroid-5-alpha-reductase, alpha 
polypeptide 2 (3-oxo-5 alpha-steroid 
delta 4-dehydrogenase alpha 2) 

[118]  1443     

78 STMN1 stathmin 1 [119]  326     

79 TBC1D2 TBC1 domain family, member 2  [51]  1708     

80 TH tyrosine hydroxylase  [54]  1749 YES [120]   

81 TLL1 tolloid-like 1 [4]  1578 YES [121]   

82 TNF-alpha tumor necrosis factor  alpha [69]  35 YES [122-124] YES [125] 

83 TPH1 tryptophan hydroxylase 1 [126]  200     

84 TPH2 tryptophan hydroxylase 2 [35,126]  400 YES [127]   

85 TRPS1 trichorhinalphalangeal syndrome 1 [4]  1578     

86 UNCT3C Unc-13 homolog C (C.elegans) [51]  1708     

87 WWC1 WW and C2 domain containing 1 [128]  791     

 
 
* Patients: number of PTSD and Healthy Control patients in the specific study or studies.   
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