Figure S6. Transmembrane prediction using PRED-TMR algorithm
Transmembrane segments were analysed and visualised using transmembrane

prediction method of the PRED-TMR algorithm for PACLO2 (A) and PACLO4 (B).
This algorithm is based on a novel statistical analysis method that can predict the
location of transmembrane segments using protein sequence information only. The

transmembrane prediction algorithm utilises SwissProt database resources.
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