SUPPLEMENTARY TABLE 1. Mean and range of starch physicochemical properties measured in two environments.









SUPPLEMENTARY TABLE 2. Summary of 25 markers derived from starch biosynthesis related genes used in the association analysis.


[bookmark: _GoBack]SUPPLEMENTARY TABLE 3. Polymorphism of Waxy and SSIIa markers in the USDA rice mini-core accessions.1






Supplementary Table 3 Cont.  


Supplementary Table 3 Cont.  

1Accession No. = accession number. Accession No. is as designated by Agrama et al. (2010).





SUPPLEMENTARY TABLE 4. Mean and range of AAC related traits in rice accessions of five (CT)n classes.


Different letters in the same column indicate significance at P < 0.05.




SUPPLEMENTARY TABLE 5. Variance of AAC explained by Waxy RM 190, different SNPs and their combinations in different sample groups.


1 Admix, accessions with mixed ancestry; AUS, aus; IND, indica; JAP, japonica. 
2 SNP combinations include the 23 bp InDel in exon 2. 
*,**,***,**** indicate significance at P < 0.05, 0.01, 0.001, and 0.0001 respectively.
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Mean ± SDCVMinMaxMean ± SDCVMinMax

AAC (%)     20.6 ± 7.335.44%1.129.4  20.3 ± 6.632.51%0.729.4

HD (g)     44.0 ± 20.947.50%6.489.7  39.4 ± 18.246.19%6.275.9

ADH (g.s)   −62.7 ± 29.547.05%−113.4 −7.8−56.5 ± 26.747.26%−111.3 −6.2

COH   0.566 ± 0.035.30%0.4990.690.568 ± 0.035.28%0.4910.694

PV (RVU)   314.3 ± 55.617.69%212453.2285.9 ± 50.317.59%184.4424.3

HPV (RVU)   179.7 ± 34.819.37%109.4286.5169.9 ± 33.519.72%97.4253.2

CPV (RVU)   341.6 ± 63.718.65%176525.4326.5 ± 58.217.83%160.5493

CS (RVU)   161.0 ± 44.927.89%35.3284.6156.6 ± 41.026.18%38.1274.7

SB (RVU)     27.3 ± 66.341.18%−148.6133.2  40.6 ± 62.664.86%−119.3169.9

BD (RVU)   134.5 ± 37.127.58%64.9253.3   116 ± 34.329.57%49.6233.5

Ptime (min)       5.6 ± 0.58.93%3.76.4    5.8 ± 0.58.62%3.66.5

PT (

℃

)     75.9 ± 2.83.69%67.684.1  76.6 ± 2.43.13%68.982.4

T

o

  (

℃

)

     70.2 ± 3.85.41%59.276.6  70.4 ± 3.85.40%59.178.1

T

p

  (

℃

)

     75.3 ± 3.14.12%66.781  75.7 ± 3.03.96%66.182.3

T

c

  (

℃

)

     80.4 ± 2.93.61%71.887.7  81.2 ± 2.53.08%71.386.8

△

T

1/2

  (

℃

)

       6.8 ± 1.522.06%4.212.7    6.9 ± 1.420.29%3.912.4

△

Hg (J/g)       8.5 ± 2.832.94%1.417.9    9.4 ± 2.223.40%1.815.5

R (%)       9.2 ± 7.480.43%0.155    8.9 ± 6.269.66%0.330.7

Parameters

HainanHangzhou
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				Parameters		Hainan										Hangzhou

						Mean ± SD		CV		Min		Max				Mean ± SD		CV		Min		Max

				AAC (%)		     20.6 ± 7.3		35.44%		1.1		29.4				  20.3 ± 6.6		32.51%		0.7		29.4

				HD (g)		     44.0 ± 20.9		47.50%		6.4		89.7				  39.4 ± 18.2		46.19%		6.2		75.9

				ADH (g.s)		   −62.7 ± 29.5		47.05%		−113.4		 −7.8				−56.5 ± 26.7		47.26%		−111.3		 −6.2

				COH		   0.566 ± 0.03		5.30%		0.499		0.69				0.568 ± 0.03		5.28%		0.491		0.694

				PV (RVU)		   314.3 ± 55.6		17.69%		212		453.2				285.9 ± 50.3		17.59%		184.4		424.3

				HPV (RVU)		   179.7 ± 34.8		19.37%		109.4		286.5				169.9 ± 33.5		19.72%		97.4		253.2

				CPV (RVU)		   341.6 ± 63.7		18.65%		176		525.4				326.5 ± 58.2		17.83%		160.5		493

				CS (RVU)		   161.0 ± 44.9		27.89%		35.3		284.6				156.6 ± 41.0		26.18%		38.1		274.7

				SB (RVU)		     27.3 ± 66.3		41.18%		−148.6		133.2				  40.6 ± 62.6		64.86%		−119.3		169.9

				BD (RVU)		   134.5 ± 37.1		27.58%		64.9		253.3				   116 ± 34.3		29.57%		49.6		233.5

				Ptime (min)		       5.6 ± 0.5		8.93%		3.7		6.4				    5.8 ± 0.5		8.62%		3.6		6.5

				PT (℃)		     75.9 ± 2.8		3.69%		67.6		84.1				  76.6 ± 2.4		3.13%		68.9		82.4

				To  (℃)		     70.2 ± 3.8		5.41%		59.2		76.6				  70.4 ± 3.8		5.40%		59.1		78.1

				Tp  (℃)		     75.3 ± 3.1		4.12%		66.7		81				  75.7 ± 3.0		3.96%		66.1		82.3

				Tc  (℃)		     80.4 ± 2.9		3.61%		71.8		87.7				  81.2 ± 2.5		3.08%		71.3		86.8

				△T1/2  (℃)		       6.8 ± 1.5		22.06%		4.2		12.7				    6.9 ± 1.4		20.29%		3.9		12.4

				△Hg (J/g)		       8.5 ± 2.8		32.94%		1.4		17.9				    9.4 ± 2.2		23.40%		1.8		15.5

				R (%)		       9.2 ± 7.4		80.43%		0.1		55				    8.9 ± 6.2		69.66%		0.3		30.7
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Gene (marker)Forward primerReverse primerREPCR product sizeT

A

Reference

Waxy-intron 1CTTTGTCTATCTCAAGACACTTTCCAGCCCAACACCTTACAccI257 T, 129 + 128 G55 ℃Ayres et al. 1997

Waxy-exon 2TGCAGAGATCTTCCACAGCAGCTGGTCGTCACGCTGAG−196 (23 bp duplication), 173 no duplication60 ℃Wanchana et al. 2003

CACGACGTTGTAAAACGACCAACCCATACTTCAAAGGAACCTA



217 A, 198 C57 ℃Caffagni et al. 2013

CAACCCATACTTCAAAGGAACCTC

Waxy-exon 10TGACAAGGCAAGAATGAGTGACCAAAGCCTCACCCCTTCTAAApaI342 T, 146 + 196 C55 ℃

Developed in this study

SSIIa-4198CGCGGGTGGGTGGGGTTCTAACGGGTCGAACGCCGTCATsp45 I15 + 170 G, 185 A55 ℃Lu et al. 2010

CTGGATCACTTCAAGCTGTACGACGCCGGCCGTGCAGATCTTAAC543 GC, 832 TT58 ℃Bao et al. 2006b

CAAGGAGAGCTGGAGGGGGCACATGCCGCGCACCTGGAAA

BEI (SBE1)GAGTTGAGTTGCGTCAGATCAATGAGGTTGCTTGCTGCTG−882 Insertion, 547 no insertion55 ℃Han et al. 2004

SBEIIb (SBE3)GTCTTGGACTCAGATGCTGGACTCATGTATAACTGGCAGTTCGAACGGSpe I510 C, 215 + 295 G55 ℃

GBSSIITGACCTGAAAATCATATTATTACCACTTTCGTTTGGTGCATCTGSpe I180 A, 158 T55 ℃Yang et al. 2014

SSIIc (SSII-1)CGGTGGCAAGGAGAGCCGGGGTGCGGCACGGATCTGGAGAAGMboII210 G, 181 T55 ℃

SSIIb (SSII-2)TTCGCAAAGCATGAGACAATAAGGAGGCCCAAGTCATTCAACAA−155 Del, 17255 ℃

SSIIIb (SSIII-1)AGCAGAATGAATCTGACAATCTAGCGTGATTTCCACCATAAGAGCAAXbaI182 AG, 164 + 20 AGAG55 ℃

CCAAGTGGGGATCATCAACCTCCCCGCAAAAATGAAGCTAAGC−252, 230 Del55 ℃

CTTCTGATTGATGGTTGGTTGCGGAAGAATAATCTCTACTAGGTGGCSph I728 G, 523 + 205 A55 ℃

BEIIb (SBE3)GCATCCTCAACCTAAAAGACCAGAATCAACCATCCAGCAAAGGSca1301 G, 140 + 160 A55 ℃

BEIIa (SBE4)CTGGGTGCTCCTGTTTGTTTCTCGTGCTTATTCGCTGTATTCCTMn1I192 C, 163 G55 ℃

ISA1CGCACTGGATTTCAAGATGAGCTCCATAGATGCTTTCGGCTGTAluI213 C, 191 T55 ℃

ISA3TGACTGATTGGATGCTGCTAAACGCCGCTCTTGTTTGGAAATGHinf I246 A, 174 + 72 G55 ℃

PULAGAGAAGGAGAAAGAAGTGGAGACGTCCAAACTGAATCACTCAATCG−128, 115 Del55 ℃

AGPL1TCGTTCCCGTTTGCCTTCTGTCCCGCGATGGTGTGGGAAGBsmAI178 T, 153 C58 ℃Bao et al. 2012

AGPL3GAAGTCAGAAGGCGCAGTGAATCGGAGGGAAAGAGGTGGTTMbo II191 T, 162 C58 ℃

AGPL4-1ATCTGTCTTTATTCTAGCTAGTTACCCGAGAAAATCAGTAATGCGTCCAEcoR II267 AGGAC, 291 Del58 ℃

AGPS1GGGCGAAGCCGGCTGTGCCGCGCAGCAAGAACTTCAACAABan I201 T, 184 C58 ℃

AGPS2-1CAAATGCCTAGTTGAGTTTAGACTTACAAGAATGAAGGGTTCGTTGASpe I310 C, 288 A58 ℃

AGPS2-2ATGTAAACTGTTAGAATCGAAGACAAGATCTATGTGCTGACACAATEcoRV305 C, 281 T58 ℃

AGPS2-3TCTTTTGTTGCCCATTCATCTGTGGGGAAGATCGGTTACCTCATNla III251 Del, 93 + 158 CC58 ℃

SSIIa

SSIVb (SSIV-2)

−

ATTGGGCTGGTAGTTGTTCTTC−Waxy-exon 6
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				Gene (marker)		Forward primer		Reverse primer		RE		PCR product size		TA		Reference

				Waxy-intron 1		CTTTGTCTATCTCAAGACAC		TTTCCAGCCCAACACCTTAC		AccI		257 T, 129 + 128 G		55 ℃		Ayres et al. 1997

				Waxy-exon 2		TGCAGAGATCTTCCACAGCA		GCTGGTCGTCACGCTGAG		−		196 (23 bp duplication), 173 no duplication		60 ℃		Wanchana et al. 2003

				Waxy-exon 6		CACGACGTTGTAAAACGACCAACCCATACTTCAAAGGAACCTA
		ATTGGGCTGGTAGTTGTTCTTC		−		217 A, 198 C		57 ℃		Caffagni et al. 2013

						CAACCCATACTTCAAAGGAACCTC

				Waxy-exon 10		TGACAAGGCAAGAATGAGTGAC		CAAAGCCTCACCCCTTCTAA		ApaI		342 T, 146 + 196 C		55 ℃		Developed in this study

				SSIIa-4198		CGCGGGTGGGTGGGGTTCT		AACGGGTCGAACGCCGTCA		Tsp45 I		15 + 170 G, 185 A		55 ℃		Lu et al. 2010

				SSIIa		CTGGATCACTTCAAGCTGTACGAC		GCCGGCCGTGCAGATCTTAAC		−		543 GC, 832 TT 		58 ℃		Bao et al. 2006b

						CAAGGAGAGCTGGAGGGGGC		ACATGCCGCGCACCTGGAAA

				BEI (SBE1)		GAGTTGAGTTGCGTCAGATC		AATGAGGTTGCTTGCTGCTG		−		882 Insertion, 547 no insertion		55 ℃		Han et al. 2004

				SBEIIb (SBE3)		GTCTTGGACTCAGATGCTGGACTC		ATGTATAACTGGCAGTTCGAACGG		Spe I		510 C, 215 + 295 G		55 ℃

				GBSSII		TGACCTGAAAATCATATTATTAC		CACTTTCGTTTGGTGCATCTG		Spe I		180 A, 158 T		55 ℃		Yang et al. 2014

				SSIIc (SSII-1)		CGGTGGCAAGGAGAGCCGGGGT		GCGGCACGGATCTGGAGAAG		MboII		210 G, 181 T		55 ℃

				SSIIb (SSII-2)		TTCGCAAAGCATGAGACAATAAG		GAGGCCCAAGTCATTCAACAA		−		155 Del, 172		55 ℃

				SSIIIb (SSIII-1)		AGCAGAATGAATCTGACAATCTAG		CGTGATTTCCACCATAAGAGCAA		XbaI		182 AG, 164 + 20 AGAG		55 ℃

				SSIVb (SSIV-2)		CCAAGTGGGGATCATCAACCTC		CCCGCAAAAATGAAGCTAAGC		−		252, 230 Del		55 ℃

						CTTCTGATTGATGGTTGGTTGC		GGAAGAATAATCTCTACTAGGTGGC		Sph I		728 G, 523 + 205 A		55 ℃

				BEIIb (SBE3)		GCATCCTCAACCTAAAAGACCA		GAATCAACCATCCAGCAAAGG		Sca1		301 G, 140 + 160 A		55 ℃

				BEIIa (SBE4)		CTGGGTGCTCCTGTTTGTTTCT		CGTGCTTATTCGCTGTATTCCT		Mn1I		192 C, 163 G		55 ℃

				ISA1		CGCACTGGATTTCAAGATGAGC		TCCATAGATGCTTTCGGCTGT		AluI		213 C, 191 T		55 ℃

				ISA3		TGACTGATTGGATGCTGCTAAAC		GCCGCTCTTGTTTGGAAATG		Hinf I		246 A, 174 + 72 G		55 ℃

				PUL		AGAGAAGGAGAAAGAAGTGGAGAC		GTCCAAACTGAATCACTCAATCG		−		128, 115 Del		55 ℃

				AGPL1		TCGTTCCCGTTTGCCTTCTGTC		CCGCGATGGTGTGGGAAG		BsmAI		178 T, 153 C		58 ℃		Bao et al. 2012

				AGPL3		GAAGTCAGAAGGCGCAGTGAA		TCGGAGGGAAAGAGGTGGTT		Mbo II		191 T, 162 C		58 ℃

				AGPL4-1		ATCTGTCTTTATTCTAGCTAGTTACC		CGAGAAAATCAGTAATGCGTCCA		EcoR II		267 AGGAC, 291 Del		58 ℃

				AGPS1		GGGCGAAGCCGGCTGTGCC		GCGCAGCAAGAACTTCAACAA		Ban I		201 T, 184 C		58 ℃

				AGPS2-1		CAAATGCCTAGTTGAGTTTAGACT		TACAAGAATGAAGGGTTCGTTGA		Spe I		310 C, 288 A		58 ℃

				AGPS2-2		ATGTAAACTGTTAGAATCGAAGA		CAAGATCTATGTGCTGACACAAT		EcoRV		305 C, 281 T		58 ℃

				AGPS2-3		TCTTTTGTTGCCCATTCATCTG		TGGGGAAGATCGGTTACCTCAT		Nla III		251 Del, 93 + 158 CC		58 ℃
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Intron 1Exon 2 Exon 6Exon 10 GC/TTG/A 

311603450353Oryza glaberrimaTOg 7025G1ACGCG

311688127076Oryza glaberrimaGPNO 25912G1ACGCG

311689189460Oryza glaberrimaTOG 7102G1ACGCG

311690373335Oryza glaberrimaTOg 7135G1ACGCG

311691373781Oryza glaberrimaTOg 7161aG1ACGCG

311692373820Oryza glaberrimaTOg 7257G1ACGCA

311693385697Oryza glaberrimaTOg 7267G1ACGCG

311694392630Oryza glaberrimaHG 24T1ACGCG

311695392677Oryza glumaepatulaNSGC 5944G2ATGCG

311697403469Oryza latifolia-INTENTIONALLY LEFT BLANK-T1ACTTG

311698412790Oryza nivaraNSGC 5935G1ACGCG

311699412811Oryza nivaraA100943-RG1ACGCG

311702439674Oryza rufipogonW 1193G1ACGCG

311703584620Oryza rufipogonNSGC 5953G1ACGCG

3100072490Oryza sativaKarang SerangG1CCGCG

3100157155Oryza sativaMayang KhangG1ATGCG

3100209032Oryza sativaE B GopherG1CCGCG

3100239049Oryza sativaRD 218T1ACTTG

3100399723Oryza sativaC 5560T2ACTTG

3100459979Oryza sativaLEAHG1CCGCG

31005212153Oryza sativaQuinimpolG1CCGCG

310080154464Oryza sativaTAICHU MOCHI 59G1CCGCG

310087155990Oryza sativaWC 2811G1CCGCG

310100160700Oryza sativaAo Chiu 2 HaoG1ATGCG

310102161567Oryza sativaCriollo Chivacoa 2G1CCGCG

310111168946Oryza sativaBombillaT1ACGCA

310131199553Oryza sativaSecano do BrazilT1ACGCG

310134202864Oryza sativaBERLING1ACGCG

310144220214Oryza sativaBritish Honduras CreoleG1CCGCG

310156223612Oryza sativaSel. No. 388T1ACGCG

310161226204Oryza sativaSHIMIZU MOCHIG1ACGCG

310196263813Oryza sativa81B/25G1ATGCG

310200264242Oryza sativaChin ChinG1CCGCG

310204265110Oryza sativaItalica CarolinaT1ACGCA

310210266122Oryza sativaKRASNODARSKIJ 424T2CCTTG

310211267996Oryza sativaPergonil 15T1ACTTG

310219277414Oryza sativaRed Khosha CermaG1CCGCG

310220277415Oryza sativaSafut KhoshaG1ACGCG

310226281630Oryza sativaNORIN 11T1ACTTG

310238282769Oryza sativaR 75G1CCGCG

310241291430Oryza sativaUZ ROSZ M38G1ACGCG

310301346827Oryza sativaH57-3-1T1ACTTG

310317353723Oryza sativaIARI 6626G1ACGCG

310337373232Oryza sativaKhao PhoiG2ACGCG

310338373249Oryza sativaKhao LuangT2ACTTG

310345373761Oryza sativaJ.P. 5T1ACTTG

310348373771Oryza sativaC 8429G1CCGCG

310351373795Oryza sativaWarrangal Culture 1252G1ATGCG

310354373816Oryza sativaPadi Pohon BatuG1ACGCG

310381385826Oryza sativaNC 1/536G1ACGCG

310389388304Oryza sativaWon Son Zo No. 11G1ATGCG

310397388427Oryza sativaChacareiro UruguayT1ACGCG

310399388436Oryza sativaDoble CarolinaT1ACGCG

310415389037Oryza sativaAi Chueh Ta Pai KuG1ATGCG

310420389234Oryza sativaThang 10G1ACGCG

310428389876Oryza sativaSipirasikkamG1CCGCG

310440391218Oryza sativaTJG1ACGCG

310442391264Oryza sativaPD 46G1ATTTG

310446391691Oryza sativaAchehG1ATGCG

310471392694Oryza sativaPATNAI 6G1ACGCG

310475392813Oryza sativaK8C-263-3G1ACGCG

310480393180Oryza sativaDjimoronG1ATGCG

310481393292Oryza sativaAnandiG1ACGCG

310489400398Oryza sativaChun 118-33G1ACGCG

310494400672Oryza sativaWW 8/2290G1ACGCG

310503400780Oryza sativaManga Kely 694G1ACGCG

310510402789Oryza sativaBLUE STICKG1CCGCA

310515403289Oryza sativaNam Dawk MaiG1ATGCG

310519403422Oryza sativaGUYANE 1G1ACGCG

310546408406Oryza sativaMAHSURIG1ATGCG

310566420960Oryza sativaINIAP 7G1ATTTG

310588430397Oryza sativaOnu BT1CCGCG

Waxy geneSSIIa gene

GSORAccession No.TaxonomyPlant Identification
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Intron 1Exon 2 Exon 6Exon 10 GC/TTG/A 

310598430936Oryza sativaRedG1ACGCG

310615431210Oryza sativaDichroa Alef UslkijG1ATGCG

310630431499Oryza sativaBKN 6987-68-14G1ACTTG

310632432578Oryza sativaIR 4482-5-3-9-5G1ATGCG

310645434632Oryza sativaMOROBEREKANG1CCGCG

310670439683Oryza sativaKUBANETS 508G1CCGCG

310687464597Oryza sativaIR 9660-48-1-1-2G1ATGCG

310693493131Oryza sativaBakiella 1G1ACGCG

310702549224Oryza sativaJumli dhanG1CCGCG

310703549253Oryza sativaN-2703G1ACGCG

310714584564Oryza sativaTCHAMPAG1ACGCG

310715584566Oryza sativaPHUDUGEYG1ACGCG

310723584624Oryza sativaWIR 3039G1CCGCG

310724584625Oryza sativaAk TokhumG1CCTTG

310747596818Oryza sativaBHIM DHANG1CCGCG

310757596941Oryza sativaRP2151-173-1-8G1ATGCG

310767602606Oryza sativaHB-6-2T1ACGCG

310773602654Oryza sativaECIA76-S89-1G1ATGCG

31077737215Oryza sativaWC 3532T1CCGCG

3107792169Oryza sativaGPNO 1106G1CCGCG

31078867153Oryza sativaTogaT1ACTTG

3107917404Oryza sativaKin Shan ZimG1ATGCG

310799154435Oryza sativaRagasuT1ACTTG

310801154481Oryza sativaToburaT2ACGCA

310802154531Oryza sativaTamanishikiG1ACGCA

310809157385Oryza sativaYong Chal ByoG1ACGCG

3108148913Oryza sativaGrassyT1CCGCG

31083611030Oryza sativaGPNO 5055T1ACTTG

31084612492Oryza sativaKao Chio Lin ChouT1ACGCG

310849160530Oryza sativaPan JuT2ACGCG

310861162113Oryza sativaNiwahutaw MochiG2CCTTG

310879177224Oryza sativa6360G1CCGCA

310883184506Oryza sativaSomewakeT1ACGCA

310887198134Oryza sativaBuphopaT1CCTTG

310901208452Oryza sativaJuppaT1ACGCG

310906215478Oryza sativaArditoG1ACTTG

310910215970Oryza sativaTAINO 38G1ACGCG

310932226313Oryza sativa17-9-4G1ATGCG

310945240638Oryza sativaDularG1ACGCG

310950245071Oryza sativaNANTON NO. 131T2ACTTG

310958256340Oryza sativa2T1ACGCG

310965268003Oryza sativaVary Tarva OslaG1ACTTG

310984282173Oryza sativaCSORNUJG1CCGCG

310990282768Oryza sativaR 67G1CCGCG

310997291539Oryza sativaLUSITANOT1ACGCA

310998291608Oryza sativaWC 4443G1CCGCG

311016321183Oryza sativaIR 238T1ACTTG

311046353722Oryza sativaIARI 6621G1ACGCG

311074373786Oryza sativaMitakG1CCGCG

311078373939Oryza sativaGazanG1CCGCG

311100373403Oryza sativaARC 6578G1ACGCG

311105389069Oryza sativaHsin Hsing Pai KuT1ATGCG

311111389863Oryza sativa99216G1ACGCG

311113389923Oryza sativaShui Ya JienG1ATTTG

311117389933Oryza sativaTranoeup BeykherG2ACTTG

311123391214Oryza sativa10340T1ATGCG

311140392605Oryza sativaAKP 4G1ACGCG

311141392637Oryza sativaSORNAVARIT1ACGCG

311151393070Oryza sativaTD 70G1ATGCG

311153399748Oryza sativaIR 2061-214-2-3T2ACTTG

311167400607Oryza sativaTAINUNG 45G1ACGCG

311173400771Oryza sativaManga 629G1ACGCG

311180402673Oryza sativaSapundali LocalT1ACGCG

311181402689Oryza sativaTauliT1ACGCG

311185402794Oryza sativaBombonT1CCGCA

311188402983Oryza sativaDaraT1ACGCG

311206406073Oryza sativa79G1CCGCG

311236417820Oryza sativaB805D-MR-16-8-3G1CCGCG

311249430254Oryza sativaTONO BREA 439G1CCGCG

311255430339Oryza sativaSarayaG1ACGCG

311258430387Oryza sativaBotika S/RG1ACGCG

311266430740Oryza sativaCO 13T1ACGCG

311269430979Oryza sativaShimla EarlyG1ACGCG

SSIIa gene

GSORAccession No.TaxonomyPlant Identification

Waxy gene
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				311603		450353		Oryza glaberrima		TOg 7025		G		1		A		C		GC		G

				311688		127076		Oryza glaberrima		GPNO 25912		G		1		A		C		GC		G

				311689		189460		Oryza glaberrima		TOG 7102		G		1		A		C		GC		G

				311690		373335		Oryza glaberrima		TOg 7135		G		1		A		C		GC		G

				311691		373781		Oryza glaberrima		TOg 7161a		G		1		A		C		GC		G

				311692		373820		Oryza glaberrima		TOg 7257		G		1		A		C		GC		A

				311693		385697		Oryza glaberrima		TOg 7267		G		1		A		C		GC		G

				311694		392630		Oryza glaberrima		HG 24		T		1		A		C		GC		G

				311695		392677		Oryza glumaepatula		NSGC 5944		G		2		A		T		GC		G

				311697		403469		Oryza latifolia		-INTENTIONALLY LEFT BLANK-		T		1		A		C		TT		G

				311698		412790		Oryza nivara		NSGC 5935		G		1		A		C		GC		G

				311699		412811		Oryza nivara		A100943-R		G		1		A		C		GC		G

				311702		439674		Oryza rufipogon		W 1193		G		1		A		C		GC		G

				311703		584620		Oryza rufipogon		NSGC 5953		G		1		A		C		GC		G

				310007		2490		Oryza sativa		Karang Serang		G		1		C		C		GC		G

				310015		7155		Oryza sativa		Mayang Khang		G		1		A		T		GC		G

				310020		9032		Oryza sativa		E B Gopher		G		1		C		C		GC		G

				310023		9049		Oryza sativa		RD 218		T		1		A		C		TT		G

				310039		9723		Oryza sativa		C 5560		T		2		A		C		TT		G

				310045		9979		Oryza sativa		LEAH		G		1		C		C		GC		G

				310052		12153		Oryza sativa		Quinimpol		G		1		C		C		GC		G

				310080		154464		Oryza sativa		TAICHU MOCHI 59		G		1		C		C		GC		G

				310087		155990		Oryza sativa		WC 2811		G		1		C		C		GC		G

				310100		160700		Oryza sativa		Ao Chiu 2 Hao		G		1		A		T		GC		G

				310102		161567		Oryza sativa		Criollo Chivacoa 2		G		1		C		C		GC		G

				310111		168946		Oryza sativa		Bombilla		T		1		A		C		GC		A

				310131		199553		Oryza sativa		Secano do Brazil		T		1		A		C		GC		G

				310134		202864		Oryza sativa		BERLIN		G		1		A		C		GC		G

				310144		220214		Oryza sativa		British Honduras Creole		G		1		C		C		GC		G

				310156		223612		Oryza sativa		Sel. No. 388		T		1		A		C		GC		G

				310161		226204		Oryza sativa		SHIMIZU MOCHI		G		1		A		C		GC		G

				310196		263813		Oryza sativa		81B/25		G		1		A		T		GC		G

				310200		264242		Oryza sativa		Chin Chin		G		1		C		C		GC		G

				310204		265110		Oryza sativa		Italica Carolina		T		1		A		C		GC		A

				310210		266122		Oryza sativa		KRASNODARSKIJ 424		T		2		C		C		TT		G

				310211		267996		Oryza sativa		Pergonil 15		T		1		A		C		TT		G

				310219		277414		Oryza sativa		Red Khosha Cerma		G		1		C		C		GC		G

				310220		277415		Oryza sativa		Safut Khosha		G		1		A		C		GC		G

				310226		281630		Oryza sativa		NORIN 11		T		1		A		C		TT		G

				310238		282769		Oryza sativa		R 75		G		1		C		C		GC		G

				310241		291430		Oryza sativa		UZ ROSZ M38		G		1		A		C		GC		G

				310301		346827		Oryza sativa		H57-3-1		T		1		A		C		TT		G

				310317		353723		Oryza sativa		IARI 6626		G		1		A		C		GC		G

				310337		373232		Oryza sativa		Khao Phoi		G		2		A		C		GC		G

				310338		373249		Oryza sativa		Khao Luang		T		2		A		C		TT		G

				310345		373761		Oryza sativa		J.P. 5		T		1		A		C		TT		G

				310348		373771		Oryza sativa		C 8429		G		1		C		C		GC		G

				310351		373795		Oryza sativa		Warrangal Culture 1252		G		1		A		T		GC		G

				310354		373816		Oryza sativa		Padi Pohon Batu		G		1		A		C		GC		G

				310381		385826		Oryza sativa		NC 1/536		G		1		A		C		GC		G

				310389		388304		Oryza sativa		Won Son Zo No. 11		G		1		A		T		GC		G

				310397		388427		Oryza sativa		Chacareiro Uruguay		T		1		A		C		GC		G

				310399		388436		Oryza sativa		Doble Carolina		T		1		A		C		GC		G

				310415		389037		Oryza sativa		Ai Chueh Ta Pai Ku		G		1		A		T		GC		G

				310420		389234		Oryza sativa		Thang 10		G		1		A		C		GC		G

				310428		389876		Oryza sativa		Sipirasikkam		G		1		C		C		GC		G

				310440		391218		Oryza sativa		TJ		G		1		A		C		GC		G

				310442		391264		Oryza sativa		PD 46		G		1		A		T		TT		G

				310446		391691		Oryza sativa		Acheh		G		1		A		T		GC		G

				310471		392694		Oryza sativa		PATNAI 6		G		1		A		C		GC		G

				310475		392813		Oryza sativa		K8C-263-3		G		1		A		C		GC		G

				310480		393180		Oryza sativa		Djimoron		G		1		A		T		GC		G

				310481		393292		Oryza sativa		Anandi		G		1		A		C		GC		G

				310489		400398		Oryza sativa		Chun 118-33		G		1		A		C		GC		G

				310494		400672		Oryza sativa		WW 8/2290		G		1		A		C		GC		G

				310503		400780		Oryza sativa		Manga Kely 694		G		1		A		C		GC		G

				310510		402789		Oryza sativa		BLUE STICK		G		1		C		C		GC		A

				310515		403289		Oryza sativa		Nam Dawk Mai		G		1		A		T		GC		G

				310519		403422		Oryza sativa		GUYANE 1		G		1		A		C		GC		G

				310546		408406		Oryza sativa		MAHSURI		G		1		A		T		GC		G

				310566		420960		Oryza sativa		INIAP 7		G		1		A		T		TT		G

				310588		430397		Oryza sativa		Onu B		T		1		C		C		GC		G
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				310598		430936		Oryza sativa		Red		G		1		A		C		GC		G

				310615		431210		Oryza sativa		Dichroa Alef Uslkij		G		1		A		T		GC		G

				310630		431499		Oryza sativa		BKN 6987-68-14		G		1		A		C		TT		G

				310632		432578		Oryza sativa		IR 4482-5-3-9-5		G		1		A		T		GC		G

				310645		434632		Oryza sativa		MOROBEREKAN		G		1		C		C		GC		G

				310670		439683		Oryza sativa		KUBANETS 508		G		1		C		C		GC		G

				310687		464597		Oryza sativa		IR 9660-48-1-1-2		G		1		A		T		GC		G

				310693		493131		Oryza sativa		Bakiella 1		G		1		A		C		GC		G

				310702		549224		Oryza sativa		Jumli dhan		G		1		C		C		GC		G

				310703		549253		Oryza sativa		N-2703		G		1		A		C		GC		G

				310714		584564		Oryza sativa		TCHAMPA		G		1		A		C		GC		G

				310715		584566		Oryza sativa		PHUDUGEY		G		1		A		C		GC		G

				310723		584624		Oryza sativa		WIR 3039		G		1		C		C		GC		G

				310724		584625		Oryza sativa		Ak Tokhum		G		1		C		C		TT		G

				310747		596818		Oryza sativa		BHIM DHAN		G		1		C		C		GC		G

				310757		596941		Oryza sativa		RP2151-173-1-8		G		1		A		T		GC		G

				310767		602606		Oryza sativa		HB-6-2		T		1		A		C		GC		G

				310773		602654		Oryza sativa		ECIA76-S89-1		G		1		A		T		GC		G

				310777		37215		Oryza sativa		WC 3532		T		1		C		C		GC		G

				310779		2169		Oryza sativa		GPNO 1106		G		1		C		C		GC		G

				310788		67153		Oryza sativa		Toga		T		1		A		C		TT		G

				310791		7404		Oryza sativa		Kin Shan Zim		G		1		A		T		GC		G

				310799		154435		Oryza sativa		Ragasu		T		1		A		C		TT		G

				310801		154481		Oryza sativa		Tobura		T		2		A		C		GC		A

				310802		154531		Oryza sativa		Tamanishiki		G		1		A		C		GC		A

				310809		157385		Oryza sativa		Yong Chal Byo		G		1		A		C		GC		G

				310814		8913		Oryza sativa		Grassy		T		1		C		C		GC		G

				310836		11030		Oryza sativa		GPNO 5055		T		1		A		C		TT		G

				310846		12492		Oryza sativa		Kao Chio Lin Chou		T		1		A		C		GC		G

				310849		160530		Oryza sativa		Pan Ju		T		2		A		C		GC		G

				310861		162113		Oryza sativa		Niwahutaw Mochi		G		2		C		C		TT		G

				310879		177224		Oryza sativa		6360		G		1		C		C		GC		A

				310883		184506		Oryza sativa		Somewake		T		1		A		C		GC		A

				310887		198134		Oryza sativa		Buphopa		T		1		C		C		TT		G

				310901		208452		Oryza sativa		Juppa		T		1		A		C		GC		G

				310906		215478		Oryza sativa		Ardito		G		1		A		C		TT		G

				310910		215970		Oryza sativa		TAINO 38		G		1		A		C		GC		G

				310932		226313		Oryza sativa		17-9-4		G		1		A		T		GC		G

				310945		240638		Oryza sativa		Dular		G		1		A		C		GC		G

				310950		245071		Oryza sativa		NANTON NO. 131		T		2		A		C		TT		G

				310958		256340		Oryza sativa		2		T		1		A		C		GC		G

				310965		268003		Oryza sativa		Vary Tarva Osla		G		1		A		C		TT		G

				310984		282173		Oryza sativa		CSORNUJ		G		1		C		C		GC		G

				310990		282768		Oryza sativa		R 67		G		1		C		C		GC		G

				310997		291539		Oryza sativa		LUSITANO		T		1		A		C		GC		A

				310998		291608		Oryza sativa		WC 4443		G		1		C		C		GC		G

				311016		321183		Oryza sativa		IR 238		T		1		A		C		TT		G

				311046		353722		Oryza sativa		IARI 6621		G		1		A		C		GC		G

				311074		373786		Oryza sativa		Mitak		G		1		C		C		GC		G

				311078		373939		Oryza sativa		Gazan		G		1		C		C		GC		G

				311100		373403		Oryza sativa		ARC 6578		G		1		A		C		GC		G

				311105		389069		Oryza sativa		Hsin Hsing Pai Ku		T		1		A		T		GC		G

				311111		389863		Oryza sativa		99216		G		1		A		C		GC		G

				311113		389923		Oryza sativa		Shui Ya Jien		G		1		A		T		TT		G

				311117		389933		Oryza sativa		Tranoeup Beykher		G		2		A		C		TT		G

				311123		391214		Oryza sativa		10340		T		1		A		T		GC		G

				311140		392605		Oryza sativa		AKP 4		G		1		A		C		GC		G

				311141		392637		Oryza sativa		SORNAVARI		T		1		A		C		GC		G

				311151		393070		Oryza sativa		TD 70		G		1		A		T		GC		G

				311153		399748		Oryza sativa		IR 2061-214-2-3		T		2		A		C		TT		G

				311167		400607		Oryza sativa		TAINUNG 45		G		1		A		C		GC		G

				311173		400771		Oryza sativa		Manga 629		G		1		A		C		GC		G

				311180		402673		Oryza sativa		Sapundali Local		T		1		A		C		GC		G

				311181		402689		Oryza sativa		Tauli		T		1		A		C		GC		G

				311185		402794		Oryza sativa		Bombon		T		1		C		C		GC		A

				311188		402983		Oryza sativa		Dara		T		1		A		C		GC		G

				311206		406073		Oryza sativa		79		G		1		C		C		GC		G

				311236		417820		Oryza sativa		B805D-MR-16-8-3		G		1		C		C		GC		G

				311249		430254		Oryza sativa		TONO BREA 439		G		1		C		C		GC		G

				311255		430339		Oryza sativa		Saraya		G		1		A		C		GC		G

				311258		430387		Oryza sativa		Botika S/R		G		1		A		C		GC		G

				311266		430740		Oryza sativa		CO 13		T		1		A		C		GC		G

				311269		430979		Oryza sativa		Shimla Early		G		1		A		C		GC		G
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				311278		431092		Oryza sativa		Montakcl		G		1		A		C		GC		G

				311281		431128		Oryza sativa		A 152		G		1		A		T		GC		G

				311284		431172		Oryza sativa		LA PLATA GENA F.A.		G		1		C		C		TT		G

				311286		431201		Oryza sativa		UZ ROS 59		G		1		A		T		GC		G

				311327		439669		Oryza sativa		Gasym Hany		G		1		C		C		GC		G

				311383		584555		Oryza sativa		DARMALI		G		1		C		C		GC		G

				311385		584567		Oryza sativa		KAUKKYI ANI		G		1		C		C		GC		G

				311393		584629		Oryza sativa		Celiaj		T		1		A		C		GC		A

				311417		596902		Oryza sativa		CNTLR80076-44-1-1-1		T		1		A		C		GC		G

				311423		596990		Oryza sativa		IR 58614-B-B-8-2		G		1		A		T		TT		G

				311435		608431		Oryza sativa		CM1, HAIPONG		T		1		A		T		GC		G

				311466		614989		Oryza sativa		KECHENGNUO NO. 4		T		2		A		C		TT		G

				311483		615022		Oryza sativa		4484		T		1		A		C		TT		G

				311484		615033		Oryza sativa		4595		G		1		A		T		GC		G

				311491		615192		Oryza sativa		YOU-I B		G		1		A		T		GC		G

				311497		615198		Oryza sativa		CHUNJIANGZAO NO. 1		T		1		A		C		GC		G

				311532		182254		Oryza sativa		Egyptian Wild Type		T		1		C		C		TT		A

				311537		245694		Oryza sativa		A 5		T		1		A		C		TT		G

				311539		352687		Oryza sativa		C.B. II		G		1		A		C		GC		G

				311544		373340		Oryza sativa		Gallawa		T		1		A		C		GC		G

				311545		373341		Oryza sativa		Ittikulama		G		1		A		C		GC		G

				311547		373347		Oryza sativa		Karayal		G		1		A		C		GC		G

				311554		389960		Oryza sativa		Srav Prapay		G		1		A		C		GC		G

				311561		392768		Oryza sativa		Nang Bang Bentre		G		1		A		C		GC		G

				311563		393112		Oryza sativa		DNJ 179		G		1		A		C		GC		G

				311572		403082		Oryza sativa		DJ 24		G		1		A		C		GC		G

				311573		403114		Oryza sativa		DJ 102		T		1		A		C		GC		G

				311576		403214		Oryza sativa		DNJ 121		G		1		A		C		GC		G

				311586		430909		Oryza sativa		Santhi 990		G		1		A		C		GC		G

				311592		431204		Oryza sativa		UZ ROS 7-13		G		1		A		C		GC		G

				311596		433799		Oryza sativa		SL 22-620		G		1		A		C		GC		G

				311600		434614		Oryza sativa		Jyanak		T		1		C		C		GC		G

				311606		549215		Oryza sativa		Dhan		G		1		A		C		GC		G

				311613		597033		Oryza sativa		Spin Mere		G		1		A		C		GC		G

				311620		269630		Oryza sativa		Romeno		G		1		A		C		GC		A

				311635		450365		Oryza sativa		AMANE		G		1		A		C		GC		G

				311642		450396		Oryza sativa		Tia Bura		G		2		C		C		GC		G

				311643		450421		Oryza sativa		Padi Tarab Arab		G		1		C		C		GC		G

				311644		450513		Oryza sativa		P 35		T		1		A		T		GC		G

				311654		450521		Oryza sativa		CAROLINO 164		G		1		A		C		GC		G

				311656		548068		Oryza sativa		ASWINA 330		T		1		A		C		GC		G

				311667		590413		Oryza sativa		HKG 98		G		1		A		C		GC		G

				311668		269727		Oryza sativa		Daudzai Field Mix		G		1		A		C		GC		G

				311669		590404		Oryza sativa		JP 5		G		1		A		C		GC		G

				311677		590425		Oryza sativa		Karabaschak		G		1		C		C		GC		A

				311684		346371		Oryza sativa		Hi Muke		G		1		A		C		GC		G

				311685		590422		Oryza sativa		WIR 911		T		2		A		C		GC		A

				311710		54344		Oryza sativa		Lua Chua Chan		T		1		C		T		GC		G

				311713		214077		Oryza sativa		Sereno		G		1		A		C		GC		G

				311725		281914		Oryza sativa		A 36-3		G		1		A		C		GC		G

				311727		285074		Oryza sativa		Nahng Sawn		T		2		A		C		TT		G

				311734		373536		Oryza sativa		ARC 10633		G		2		A		C		GC		G

				311735		373798		Oryza sativa		Simpor		G		1		C		C		GC		G

				311736		373899		Oryza sativa		Coppocina		G		1		C		C		GC		G

				311739		388917		Oryza sativa		FUJISAKA 5		G		1		A		C		GC		G

				311741		389150		Oryza sativa		SOC NAU		G		1		A		T		GC		G

				311744		389267		Oryza sativa		Heo Trang		G		1		A		C		GC		G

				311745		389360		Oryza sativa		WONG CHIM		G		1		A		T		GC		G

				311748		391280		Oryza sativa		Bogarigbeli		T		1		A		T		GC		G

				311751		391904		Oryza sativa		Magoti		T		1		A		T		TT		G

				311765		418207		Oryza sativa		Pa Boup		G		1		A		C		GC		G

				311769		431310		Oryza sativa		Pakkali		G		1		C		C		GC		G

				311775		439024		Oryza sativa		THAVALU		G		1		A		C		GC		G

				311779		469300		Oryza sativa		WC 10253		G		1		A		T		GC		G

				311781		473562		Oryza sativa		Krachek Chap		G		1		C		C		TT		?

				311787		584632		Oryza sativa		KRASNODARSKIJ 3352		T		1		A		C		GC		A

				311788		585042		Oryza sativa		EMBRAPA 1200		G		1		C		C		GC		G

				311790		602637		Oryza sativa		WAB462-10-3-1		G		1		C		C		GC		G

				311792		561734		Oryza sativa		Cypress		G		1		C		C		GC		G

				311793		497682		Oryza sativa		IR64		T		1		C		C		GC		G

				311794		494105		Oryza sativa		M202		T		1		A		T		TT		G

				311795		514663		Oryza sativa		Nipponbare		T		1		A		T		GC		A
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Intron 1Exon 2 Exon 6Exon 10 GC/TTG/A 

311278431092Oryza sativaMontakclG1ACGCG

311281431128Oryza sativaA 152G1ATGCG

311284431172Oryza sativaLA PLATA GENA F.A.G1CCTTG

311286431201Oryza sativaUZ ROS 59G1ATGCG

311327439669Oryza sativaGasym HanyG1CCGCG

311383584555Oryza sativaDARMALIG1CCGCG

311385584567Oryza sativaKAUKKYI ANIG1CCGCG

311393584629Oryza sativaCeliajT1ACGCA

311417596902Oryza sativaCNTLR80076-44-1-1-1T1ACGCG

311423596990Oryza sativaIR 58614-B-B-8-2G1ATTTG

311435608431Oryza sativaCM1, HAIPONGT1ATGCG

311466614989Oryza sativaKECHENGNUO NO. 4T2ACTTG

311483615022Oryza sativa4484T1ACTTG

311484615033Oryza sativa4595G1ATGCG

311491615192Oryza sativaYOU-I BG1ATGCG

311497615198Oryza sativaCHUNJIANGZAO NO. 1T1ACGCG

311532182254Oryza sativaEgyptian Wild TypeT1CCTTA

311537245694Oryza sativaA 5T1ACTTG

311539352687Oryza sativaC.B. IIG1ACGCG

311544373340Oryza sativaGallawaT1ACGCG

311545373341Oryza sativaIttikulamaG1ACGCG

311547373347Oryza sativaKarayalG1ACGCG

311554389960Oryza sativaSrav PrapayG1ACGCG

311561392768Oryza sativaNang Bang BentreG1ACGCG

311563393112Oryza sativaDNJ 179G1ACGCG

311572403082Oryza sativaDJ 24G1ACGCG

311573403114Oryza sativaDJ 102T1ACGCG

311576403214Oryza sativaDNJ 121G1ACGCG

311586430909Oryza sativaSanthi 990G1ACGCG

311592431204Oryza sativaUZ ROS 7-13G1ACGCG

311596433799Oryza sativaSL 22-620G1ACGCG

311600434614Oryza sativaJyanakT1CCGCG

311606549215Oryza sativaDhanG1ACGCG

311613597033Oryza sativaSpin MereG1ACGCG

311620269630Oryza sativaRomenoG1ACGCA

311635450365Oryza sativaAMANEG1ACGCG

311642450396Oryza sativaTia BuraG2CCGCG

311643450421Oryza sativaPadi Tarab ArabG1CCGCG

311644450513Oryza sativaP 35T1ATGCG

311654450521Oryza sativaCAROLINO 164G1ACGCG

311656548068Oryza sativaASWINA 330T1ACGCG

311667590413Oryza sativaHKG 98G1ACGCG

311668269727Oryza sativaDaudzai Field MixG1ACGCG

311669590404Oryza sativaJP 5G1ACGCG

311677590425Oryza sativaKarabaschakG1CCGCA

311684346371Oryza sativaHi MukeG1ACGCG

311685590422Oryza sativaWIR 911T2ACGCA

31171054344Oryza sativaLua Chua ChanT1CTGCG

311713214077Oryza sativaSerenoG1ACGCG

311725281914Oryza sativaA 36-3G1ACGCG

311727285074Oryza sativaNahng SawnT2ACTTG

311734373536Oryza sativaARC 10633G2ACGCG

311735373798Oryza sativaSimporG1CCGCG

311736373899Oryza sativaCoppocinaG1CCGCG

311739388917Oryza sativaFUJISAKA 5G1ACGCG

311741389150Oryza sativaSOC NAUG1ATGCG

311744389267Oryza sativaHeo TrangG1ACGCG

311745389360Oryza sativaWONG CHIMG1ATGCG

311748391280Oryza sativaBogarigbeliT1ATGCG

311751391904Oryza sativaMagotiT1ATTTG

311765418207Oryza sativaPa BoupG1ACGCG

311769431310Oryza sativaPakkaliG1CCGCG

311775439024Oryza sativaTHAVALUG1ACGCG

311779469300Oryza sativaWC 10253G1ATGCG

311781473562Oryza sativaKrachek ChapG1CCTT?

311787584632Oryza sativaKRASNODARSKIJ 3352T1ACGCA

311788585042Oryza sativaEMBRAPA 1200G1CCGCG

311790602637Oryza sativaWAB462-10-3-1G1CCGCG

311792561734Oryza sativaCypressG1CCGCG

311793497682Oryza sativaIR64T1CCGCG

311794494105Oryza sativaM202T1ATTTG

311795514663Oryza sativaNipponbareT1ATGCA

GSOR

Waxy geneSSIIa gene

Accession No.TaxonomyPlant Identification
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				SSR		AAC (%)						HD (g)						ADH (g.s)						COH						PV (RVU)						HPV (RVU)						CPV (RVU)						CS (RVU)						BD (RVU)						SB (RVU)						Ptime (min)

						Mean ± SD		Min		Max		Mean ± SD		Min		Max		Mean ± SD		Min		Max		Mean ± SD		Min		Max		Mean ± SD		Min		Max		Mean ± SD		Min		Max		Mean ± SD		Min		Max		Mean ± SD		Min		Max		Mean ± SD		Min		Max		Mean ± SD		Min		Max		Mean ± SD		Min		Max

								5.2		28.4				29.4		69.2				−101.7		−46.9				0.531		0.614				215.9		453.2				120.9		200.8				275.5		370.5				139.2		209.1				85.6		252.4				−113.2		115.0				4.50		5.97

								9.6		28.7				20.8		78.9				−109		−30.1				0.532		0.585				212.0		450.3				109.4		210.1				263.5		435.7				121.7		225.5				90.3		245.5				−123.8		111.4				5.33		5.87

								22.2		29.4				43.5		89.7				−113.4		−59.4				0.520		0.573				244.0		411.1				133.0		286.5				299.3		525.4				157.9		284.6				67.7		172.8				19.6		133.2				5.40		6.17

								1.1		28.1				6.4		65.6				−92.3		−7.8				0.516		0.690				221.8		406.3				134.4		223.9				176.0		403.3				41.6		196.6				73.9		217.3				−120.5		121.8				3.67		6.37

								8.4		27.1				13.0		72.7				−101.6		−20.4				0.531		0.610				249.8		444.9				156.5		253.5				269.1		396.2				86.5		194.0				64.9		253.3				−148.6		107.7				5.43		6.34
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				Parameters

										Mean ± SD		Min		Max				Mean ± SD		Min		Max				Mean ± SD		Min		Max				Mean ± SD		Min		Max				Mean ± SD		Min		Max

				AAC (%)								5.2		28.4						9.6		28.7						22.2		29.4						1.1		28.1						8.4		27.1

				HD (g)								29.4		69.2						20.8		78.9						43.5		89.7						6.4		65.6						13.0		72.7

				ADH (g.s)								−101.7		−46.9						−109		−30.1						−113.4		−59.4						−92.3		−7.8						−101.6		−20.4

				COH								0.531		0.614						0.532		0.585						0.520		0.573						0.516		0.690						0.531		0.610

				PV (RVU)								215.9		453.2						212.0		450.3						244.0		411.1						221.8		406.3						249.8		444.9

				HPV (RVU)								120.9		200.8						109.4		210.1						133.0		286.5						134.4		223.9						156.5		253.5

				CPV (RVU)								275.5		370.5						263.5		435.7						299.3		525.4						176.0		403.3						269.1		396.2

				CS (RVU)								139.2		209.1						121.7		225.5						157.9		284.6						41.6		196.6						86.5		194.0

				BD (RVU)								85.6		252.4						90.3		245.5						67.7		172.8						73.9		217.3						64.9		253.3

				SB (RVU)								−113.2		115.0						−123.8		111.4						19.6		133.2						−120.5		121.8						−148.6		107.7

				Ptime (min)								4.50		5.97						5.33		5.87						5.40		6.17						3.67		6.37						5.43		6.34






image7.emf
Sample groups

1

No. of accessionsRM190Intron 1Exon 2Exon 6Exon 10

SNP combinations

2

SNP + RM190

All accessions160

0.495

****

0.164

****

0.416

****

0.003

0.044

**

0.528

****

0.820

****

Nonwaxy150

0.487

****

0.102

****

0

0.036

*

0.029

*

0.146

***

0.692

****

Admix15

0.817

*

0.514

**

0.710

***

0.0050.083

0.981

***

0.997

**

AUS360.050.04300.0220.0060.060.106

IND52

0.520

***

0.220

***

0.699

***

0

0.120

*

0.765

***

0.870

***

JAP49

0.371

*

0.097

*

0.140

**

0.218

***

0.008

0.376

**

0.728

**


Microsoft_Excel_Worksheet3.xlsx
Sheet1



						Sample groups1		No. of accessions				RM190		Intron 1		Exon 2		Exon 6		Exon 10		SNP combinations2		SNP + RM190

						All accessions		160				0.495****		0.164****		0.416****		0.003		0.044**		0.528****		0.820****

						Nonwaxy		150				0.487****		0.102****		0		0.036*		0.029*		0.146***		0.692****

						Admix		15				0.817*		0.514**		0.710***		0.005		0.083		0.981***		0.997**

						AUS		36				0.05		0.043		0		0.022		0.006		0.06		0.106

						IND		52				0.520***		0.220***		0.699***		0		0.120*		0.765***		0.870***

						JAP		49				0.371*		0.097*		0.140**		0.218***		0.008		0.376**		0.728**






