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1 Supplementary Figure S2 
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Supplementary Figure S2. Distribution of vsiRNAs from MRCV infected wheat at 12 dpi (left 

panel) and 21 dpi (right panel) along the ten dsRNAs genome segments (S1 to S10). Average per-

base coverage of vsiRNAs is represented in the Y-axis and the nucleotide position of MRCV 

genomic segments are represented across the X-axis. vsiRNAs identical or complementary to the 

positive strands are displayed above and below of each segment respectively. A schematic 

representation of the predicted ORFs is shown across the X-axis. 

  


