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Supplementary Fig S1. HRMS Analysis

HRMS (ESI): m/z, calculated for C»,H»0011, 461.1078 (M + H)*, found 461.1080.
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Sorted By : Retention Time
Multiplier: : 1.0000
Dilution: : 1.0000
Sample Amount: : 1.00000 [Mg/ML] (not used in calc.)

Use Multiplier & Dilution Factor with ISTDs

Signal 1: VWDl A, Wavelength=274 nm
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Supplemental Fig. S2 HPLC Analysis

HPCL Purity>99.0 %

The purity (> 99.0%) of final compounds is verified by the HPLC study performed on Agilent C18 (4.6
mmx150 mm, 3.5 pm) column using a mixture of solvent methanol/water at the flow rate of 1.0
mL/min and peak detection at 274 nm under UV.
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Supplemental Fig. S3A Soft agar colony formation experiment was performed to ascertain the
IM inhibition effect.
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Supplemental Fig. S3B Annexin V/PI double-staining assay of the toxicity of IM in coculture or
not analyzed by flow cytometry.
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Supplemental Fig. S4A AnnexinV/PI double-staining assay of theintrinsic toxicity of OAG (40, 80,
and 160uM) was analyzed by flow cytometry.
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160uM) and/or IM (0.5uM) was analyzed by flow cytometry.
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Supplemental Fig. S5 The expression of CD13 in PB and BM samples from tree mice of each
group.



