
0.05

A

PC
A

 2
 (2

1.
39

%
)

PCA 1 (28.5%) 

B C

Consense_1
Consense_2

Consense_4
Consense_3

0,0

0,2

0,4

0,6

0,8

1,0
83

07
16

87
17

64
CH

O
CO

LA
TE

_4
EE

T_
8

IC
A

_1
2

IC
S_

48
PO

BL
A

CI
O

N
_H

U
IL

A
SC

_1
3

SC
_2

5
SC

_3
7

SC
_4

7
SC

C_
44

SP
A

_1
3

U
F_

65
0

84
07

78
86

16
23

A
RA

U
CA

_1
Ca

ss
ip

or
e_

4_
A

m
el

on
ad

o
EB

C_
10

1
EB

C_
27

9
EE

T_
37

7
EL

P2
0_

S1
_F

re
nc

h_
G

ui
an

a
FC

M
_2

2
FE

A
RS

G
U

_1
02

_A
_F

re
nc

h_
G

ui
an

a
H

ua
lla

ga
_2

6_
Iq

ui
to

s
IM

C_
20

_F
P6

34
_I

qu
ito

s
IM

C_
77

_F
P1

05
2_

Iq
ui

to
s

M
ad

ag
as

_1
6_

A
m

el
on

ad
o

N
A

_6
70

_F
P7

36
_N

an
ay

O
Y

A
2_

B_
Fr

en
ch

_G
ui

an
a

PA
_1

24
_F

P7
58

_P
ar

in
ar

i_
M

…
PA

_1
69

PA
_3

0_
FP

27
46

_P
ar

in
ar

i_
M

…
PI

N
A

_F
re

nc
h_

G
ui

an
a

PR
8_

A
m

el
_A

m
el

on
ad

o
SC

_5
4

SC
C_

41
SC

C_
89

SP
_M

5_
1

SP
A

_1
7

SP
A

_8
SU

I_
62

TS
H

_1
18

8
Y

A
L_

6_
S1

_F
re

nc
h_

G
ui

an
a

83
07

15
86

13
26

Bo
l_

15
8_

I_
12

_B
en

i
EE

T_
12

EE
T_

33
8

EE
T_

59
F_

55
_1

FS
A

_1
1

La
s_

Br
isa

s_
14

_N
ac

io
na

l
LC

T_
EE

N
_4

27
_C

ur
ar

ay
N

A
PO

_3
_C

ur
ar

ay
Pu

ru
s_

11
_P

ur
us

Pu
ru

s_
24

_P
ur

us
SC

C_
23

SN
SM

_M
3_

1
SU

I_
75

TC
_1

54
3_

Be
ni

TC
_1

55
3_

Be
ni

TC
25

25
_P

ur
us

_P
ur

us
TS

A
_6

54
U

ca
ya

li_
11

_U
ca

ya
li_

Co
nt

a…
U

ca
ya

li_
38

_U
ca

ya
li_

Co
nt

a…
BC

32
_C

rio
llo

_C
rio

llo
CR

IC
F_

15
CR

IC
F_

30
CR

IC
F_

42
CR

IC
F_

51
CR

IC
F_

9
PR

12
7_

Cr
io

llo
_C

rio
llo

Ti
bu

rc
io

_2
_C

rio
llo

86
16

32
F_

18
0

LC
T_

EE
N

_3
90

_C
ur

ar
ay

SC
C_

79

K
 =

 4
Consense_1                                               Consense_2                                                          Consense_3                            Consense_4

Not 
assigned

Consense_1
Consense_2

Consense_4
Consense_3

Not assigned

Figure S2: Inferred population structure of the Theobroma cacao collection using the Consense dataset. (A) STRUCTURE bar 
plot for K=4, (B) Principal Coordinates Analysis, (C) NJ-tree based on Nei´s genetic distances.


