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Supplementary Table S2. Accession numbers of the SERK protein sequences used for phylogenetic analysis. At: Arabidopsis thaliana, Mt: Medicago truncatula, Os: Oryza sativa, Zm: Zea mays. (Nolan et al., 2003; Hu et al., 2005; Singla et al., 2009; Nolan et al., 2011)

	Gene name 
	Accession no.
	Gene name 
	Accession no.

	At_SERK1
	AEE35238 
	Mt_SERK1
	AAN64293

	At_SERK2
	AEE31686  
	Mt_SERK2
	ADO15291 

	At_SERK3
	AF384970
	Mt_SERK3
	ADO15298 

	At_SERK4
	AEC06259 
	Mt_SERK4
	ADO15292 

	At_SERK5
	AEC06260  
	Mt_SERK5
	ADO15293 

	Zm_SERK-LIKE1
	CAC37640 
	Mt_SERK6
	ADO15294 

	Zm_SERK-LIKE2
	CAC37641 
	Mt_SERK-LIKE1
	ADO15295 

	Zm_SERK-LIKE3
	CAC37642 
	Mt_SERK-LIKE2
	ADO15296 

	Os_SERK1
	AAU88198 
	Mt_SERK-LIKE3
	ADO15297 

	Os_SERK2
	BAD86793 
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Supplementary Table S2. Accession numbers of the SERK protein sequences used for phylogenetic 

analysis. At: Arabidopsis thaliana, Mt: Medicago truncatula, Os: Oryza sativa, Zm: Zea mays. 

(Nolan et al., 2003; Hu et al., 2005; Singla et al., 2009; Nolan et al., 2011) 

 

Gene name  Accession no. Gene name  Accession no. 

At_SERK1 AEE35238  Mt_SERK1 AAN64293 

At_SERK2 AEE31686   Mt_SERK2 ADO15291  

At_SERK3 AF384970 Mt_SERK3 ADO15298  

At_SERK4 AEC06259  Mt_SERK4 ADO15292  

At_SERK5 AEC06260   Mt_SERK5 ADO15293  

Zm_SERK-LIKE1 CAC37640  Mt_SERK6 ADO15294  

Zm_SERK-LIKE2 CAC37641  Mt_SERK-LIKE1 ADO15295  

Zm_SERK-LIKE3 CAC37642  Mt_SERK-LIKE2 ADO15296  

Os_SERK1 AAU88198  Mt_SERK-LIKE3 ADO15297  

Os_SERK2 BAD86793    
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