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Supplementary Tables

Supplementary Table S6. The relative lengths and ratios of the chromosomal arms of plants regenerated through somatic embryogenesis.

	No. of chromosome
	SLa
	LLb
	L/Sc

	1
	6.548 ± 0.075
	7.366 ± 0.069
	1.125

	2
	5.758 ± 0.093
	6.608 ± 0.173
	1.148

	3
	5.288 ± 0.119
	5.792 ± 0.112
	1.095

	4
	4.543 ± 0.075
	6.265 ± 0.050
	1.379

	5
	4.154 ± 0.088
	4.800 ± 0.099
	1.156

	6
	3.681 ± 0.048
	4.682 ± 0.105
	1.272

	7
	3.275 ± 0.061
	4.671 ± 0.047
	1.426

	8
	3.525 ± 0.011
	4.294 ± 0.013
	1.218

	9
	3.175 ± 0.049
	3.936 ± 0.012
	1.240

	10
	2.780 ± 0.075
	3.503 ± 0.012
	1.260

	11
	2.518 ± 0.016
	3.112 ± 0.018
	1.238


aSL = (Length of the shorter arm of each chromosome /Sum length of all chromosomes) ×100 ± Standard deviation;
bLL = (Length of the longer arm of each chromosome/Sum length of all chromosomes) × 100 ± Standard deviation;
cL/S = length of the longer arm/the length of the shorter arm. 
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