Flavobacteria
Contig ETNP 120m NODE 73975

Hypothetical
3-oxacyl reductase FabG ~ L-cystine import protein TcyN cytochrome ¢ - P
NosD NosZ
S adapted
Contig ETNP 120m NODE 137405 ABC transporter YAIF
Polysulfide reductase NrfD EamA-like transporter CleChfomelf ABC-2 transporter
NosZ cytochrome ¢ ooy | NosL psaC

OTUI

electron transport protein YceM
i phthiocerol synthesis polyketide synthase PpsC
Contig ETNP 120m NODE 2296 ABC transporter YxIF
cytochrome ¢ ABC-2 transporter
NosZ

electron transport protein YccM

Contig ETNP 140m NODE 23444

in-i ivati ABC transporter YxIF
Leupeptin-inactivating enzyme
%,4 d¥ammnhutyrate decarboxylase cytochrome ¢ ABC-2 transporter . .
| Zipc carboxypeptidase NosZ peroxiredoxin bep
T T T 1T
esterase | Beta-galactosidase LacZ | .
i Transglutaminase
trans-aconitate 2-methyltransferase GlutamlLQec E‘ﬂ'{;&ﬂsggzs%r otein YecM glutami
Ie io ETNP 160m NODE 333 2,3-dimethylmalate dehydrata[s,e 0 .
ontig m inner membrane transporter
tamyl-tRNA amidotransferase GatA
Al'gm“x)rsulflcl::las!: lcyaflet éil” ll;lthase ar amino acid carrier protein AlsT el eupeptin-| u:actlvatmg enzyme
g R cl’llllllle repressor argR |

argC argB argD argA arg] argF

niacin transpos

xRN TR e

ABC transporter YxIF D-alanyl -D-alanine carboxypeptidase AmpH
. ) cytochrome ¢ ABC-2 transporter Zinc carhoxy]l) tidase
Zinc carboxypeptidase NosZ Glycerol dehydrogenase

esterase Beta-galactosidase LacZ electron transport protein YccM | pgroxiredoxin bep
trans-aconitate 2-methyltransferase Glutamine cyclotransferase Transglutaminase
oTU 11
Contig ETNP 160m NODE 833140
b leotide-denhosol ABC transporter YxIF diacylglycerol O-acyltransferase
r

| AimehydmlaseL ABC-2 transporter

| Selenide water dikinase selD ¢ofg

electron transport protein YceM

long cl:iam fatty acid CoA
ia

FAD17
cylglycerol O-acyl%ransferase
N reductase NtaB

NosZ NosD

L-2,4-diaminobutyrate decarboxylase

arylsulfatase
Alkaline phosphatase PhoA inlller membraneysymporter YicJ
Thiamine biosynthesis lipoprotein ApbE  Alkanal monooxygenase luxA
diacylglycerol O-acyltransferase
ABC transporter YxIF yigly y S
Tong chain fatty acid Co. FAD17
COl’ltlg ETNP 180m NODE 320139 Al 'dohydrolase r ABC-2 transporter . gl diacylglycerol O-acy%transferase
nirK _iscR NosZ NosD Selenide water dikinase selD tetR FMN reductase NtaB

T
T|| electron transport protein YecM Alkaline phosphatase PhoA
r

Figure S12. Schematic of selected contigs containing nosZ gene. Hypothetical proteins are

arylsulfatase

lipoprotein ApbE  Alkanal monooxygenase luxA inner membrane symporter YicJ

shown in gray. Proteins related to N,O reduction are shown in red. Contigs are clustered by their

phylogenetic affiliation.



