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Figure S7. Phylogenetic tree of genes for ammonia producing nitrate reductase nrfA. Names with 
ETNP indicate sequences assembled from our metagenomic samples. Information on tree is 
based on Welsh et al (2014) AEM 80: 2110-2119. ETNP sequences are in a cluster with an 
unusual heme-binding domain.  
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NC017079 Caldilinea aerophila

AB932643 Selenomonas ruminantium

NC008095 Myxococcus xanthus

Halorhodospira halophila

ETNP 300m PROKKA 04419

JSXC00000000 Pectobacterium carotovorum
NC013361 Escherichia coli O26

ABCE00000000 Planctomyces maris

NC006840 Vibrio fischeri ES114

ABEA00000000 Diplosphaera colitermitum TAV2

NC011891 Anaeromyxobacter dehalogenans

CP000448 Syntrophomonas wolfei wolfei Goettingen

NC010162 Sorangium cellulosum

ABWK00000000 Mitsuokella multacida

NC005090 Wolinella succinogenes

AAEW00000000 Desulfuromonas acetoxidans

NC011830 Desulfitobacterium hafniense

NC012796 Desulfovibrio magneticus

NC017030 Corallococcus coralloides

NC007498 Pelobacter carbinolicus DSM 2380

NC002939 Geobacter sulfurreducen

NC009655 Actinobacillus succinogenes

NC014960 Anaerolinea thermophila UNI-1

NC015437 Selenomonas sputigena

NC014008 Coraliomargarita akajimensis DSM 45221

NC006138 Desulfotalea psychrophila

NC009633 Alkaliphilus metalliredigenes

ACCI00000000 Providencia rettgeri

NC009901 Shewanella pealeana

NC011184 Vibrio fischeri MJ11

NC009253 Desulfotomaculum reducens
NC009922 Alkaliphilus oremlandii sp OhILAs

NC009052 Shewanella baltica OS155
NC006370 Photobacterium profundum

NC008554 Syntrophobacter fumaroxidans

ACCH00000000 Bacteroides cellulosilyticus
NC009850 Arcobacter butzleri

NC005363 Bdellovibrio bacteriovorus

NC008609 Pelobacter propionicus

ETNP 120m PROKKA 201700

HE613763 Desulfomicrobium escambiense

NC013171 Anaerococcus prevotii

NC002937 Desulfovibrio vulgaris Hildenborough

NC005027 Rhodopirellula baltica

NC010571 Opitutus terrae

NC018515 Desulfosporosinus meridiei

ABZV00000000 Capnocytophaga sputigena
NC009615 Parabacteroides distasonis

CP016392 Aeromonas hydrophila

ABCK00000000 Lentisphaera araneosa

ABVL00000000 Chthoniobacter flavus

CP002546 Planctomyces brasiliensis

NC006300 Mannheimia succiniciproducens

NC007759 Syntrophus aciditrophicus

outgroup NC019902 T. nitratireducens
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