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7 Supplementary Figure 2: Immunoblot analysis of GFP-tagged C. higginsianum
25kDa » effector candidates (ChECs) expressed transiently in N. benthamiana.
Proteins were extracted from leaves two days after infiltration with Agrobacteria
harboring the 35S::GFP-ChEC constructs. For each blot, the protein size ladder
is indicated in kDa. The integrity of the GFP-fusion proteins was confirmed by
probing the blots with anti-GFP antibodies.




