A. fadD15_1 e 2w B. fadD15 2 23 480 4%

L4

Ittt el e e e e e e

L3

| i —
L2 M. tuberculosis ZMC13-264
M. tuberculosis ZMC13-88
M. tuberculosis NITR203
I M. tubsrculosisk
M. tuberculosis KIT87190
M. tuberculosis 2279
‘ M. tuberculosis HKBS1
= L-»] M. tuberculosis 96075
E M. tuberoulosisBT1
I L6/Africanum M. tubercuiosis49-02
; i L8/Microti M. tuborzulosisCODCSOT9
£ . M. tuberculosis Blling ke
£ L8/bovis M. tubercuiosis CCDC5180
£ !. M. tubarculosis 2242
= el il T S

I M. tuberculosis 96121
4& M. tuberculosisEAIS
L8/BCG M tuberoulasiNITR208,
e
I e -
—_ x- M. canettiCIPT 140010059
13

£ B M. cansttiCIPT 140060008 =
£ M. canettii M. canettiCIPT 140070017 E
E

E
E

3 CT2eT
. tuberculosisZMC13-88
M. tuberculosisNITR203

L3

—_— ] e — —

m omoomommoommmmlnlnmmmommomoomommmol

M. africanum GM041182
Ml i
M. bovisAF2122187

‘M. bovis ATCCBAA-935

‘M. bovis 1695

[ R —
M, bovisBCG 63639

‘M. bovisBCG 3281

M. bovisBCG Russia 368

|
|
x
L1

= L6/Africanum
~ L8/Microti

%
£
S 1 T | SRR

I»rhhrl—hrfhrrfrlrfhr—lilr—lrhr—lrfhrffrhfrrffrI»I»

mmmmmmm

'M. bovis BCG str. Mexico |
0ooRGI st Pastqur 17572 __|
[ escPTiN [
M. canetfifCIPT 140060008
M. canetfiCIPT 140070017
M. canetfiiCIPT 140070010
caneftfCIPT 140070008

rrlrrlrrl)>)>)>Immmmmmmrnmmmmmmmmmmmmmmmmmmmmmmmmm

M. canettii

M. canettiCIPT 140070010
M. canetfiiCIPT 140070008 l

2
!
!
!
I
!
!
!
!
!
!
!
!
I
I
!
!

-

-
T
!
!
I
I
!
T
!
!
!
!
!
I
!

-
T
!

-

-

-
b
P
P
s

-

Supplementary Figure S14. The lineage-specific amino acid substitutions in
fadD15 1 (A) and fadD15 2 (B) found in MTBC strains. Different colors indicate
different MTBC lineage strains. The substituted amino acids are displayed in pink, and
the corresponding STB controls are shown in brown.



