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KEGG assignment
Metabolism_Amino acid metabolism_Tyrosine metabolism [PATH:ko00350]
Metabolism_Carbohydrate metabolism_Glycolysis / Gluconeogenesis [PATH:ko00010]
Metabolism_Lipid metabolism_Fatty acid degradation [PATH:ko00071]
Metabolism_Metabolism of cofactors and vitamins_Retinol metabolism [PATH:ko00830]
Metabolism_Xenobiotics biodegradation and metabolism_Chloroalkane and chloroalkene degradation [PATH:ko00625]
Metabolism_Xenobiotics biodegradation and metabolism_Drug metabolism - cytochrome P450 [PATH:ko00982]
Metabolism_Xenobiotics biodegradation and metabolism_Metabolism of xenobiotics by cytochrome P450 [PATH:ko00980]
Metabolism_Xenobiotics biodegradation and metabolism_Naphthalene degradation [PATH:ko00626]
Cellular Processes_Transport and catabolism_Exosome [BR:ko04147]
Metabolism_Carbohydrate metabolism_Glycolysis / Gluconeogenesis [PATH:ko00010]
Metabolism_Carbohydrate metabolism_Pentose and glucuronate interconversions [PATH:ko00040]
Metabolism_Lipid metabolism_Glycerolipid metabolism [PATH:ko00561]
Metabolism_Xenobiotics biodegradation and metabolism_Caprolactam degradation [PATH:ko00930]
Metabolism_Amino acid metabolism_Cysteine and methionine metabolism [PATH:ko00270]
Metabolism_Amino acid metabolism_Glycine serine and threonine metabolism [PATH:ko00260]
Metabolism_Amino acid metabolism_Lysine biosynthesis [PATH:ko00300]
Metabolism_Carbohydrate metabolism_Butanoate metabolism [PATH:ko00650]
Metabolism_Carbohydrate metabolism_Propanoate metabolism [PATH:ko00640]
Metabolism_Lipid metabolism_Glycerolipid metabolism [PATH:ko00561]
Metabolism_Carbohydrate metabolism_Fructose and mannose metabolism [PATH:ko00051]
Metabolism_Carbohydrate metabolism_Pentose and glucuronate interconversions [PATH:ko00040]
Metabolism_Carbohydrate metabolism_Fructose and mannose metabolism [PATH:ko00051]
Metabolism_Biosynthesis of other secondary metabolites_Streptomycin biosynthesis [PATH:ko00521]
Metabolism_Carbohydrate metabolism_Inositol phosphate metabolism [PATH:ko00562]
Metabolism_Carbohydrate metabolism_Fructose and mannose metabolism [PATH:ko00051]
Metabolism_Carbohydrate metabolism_Galactose metabolism [PATH:ko00052]
Metabolism_Carbohydrate metabolism_Pentose and glucuronate interconversions [PATH:ko00040]
Metabolism_Lipid metabolism_Glycerolipid metabolism [PATH:ko00561]
Metabolism_Metabolism of cofactors and vitamins_Folate biosynthesis [PATH:ko00790]
Metabolism_Carbohydrate metabolism_Amino sugar and nucleotide sugar metabolism [PATH:ko00520]
Metabolism_Carbohydrate metabolism_Ascorbate and aldarate metabolism [PATH:ko00053]
Metabolism_Carbohydrate metabolism_Pentose and glucuronate interconversions [PATH:ko00040]
Metabolism_Amino acid metabolism_Histidine metabolism [PATH:ko00340]
Metabolism_Amino acid metabolism_Phenylalanine tyrosine and tryptophan biosynthesis [PATH:ko00400]
Metabolism_Carbohydrate metabolism_Glyoxylate and dicarboxylate metabolism [PATH:ko00630]
Cellular Processes_Transport and catabolism_Exosome [BR:ko04147]
Metabolism_Amino acid metabolism_Cysteine and methionine metabolism [PATH:ko00270]
Metabolism_Carbohydrate metabolism_Glycolysis / Gluconeogenesis [PATH:ko00010]
Metabolism_Carbohydrate metabolism_Propanoate metabolism [PATH:ko00640]
Metabolism_Carbohydrate metabolism_Pyruvate metabolism [PATH:ko00620]
Organismal_Endocrine system_Glucagon signaling pathway [PATH:ko04922]
Metabolism_Amino acid metabolism_Glycine serine and threonine metabolism [PATH:ko00260]
Metabolism_Carbohydrate metabolism_Glyoxylate and dicarboxylate metabolism [PATH:ko00630]
Metabolism_Energy metabolism_Methane metabolism [PATH:ko00680]
Metabolism_Carbohydrate metabolism_Butanoate metabolism [PATH:ko00650]
Metabolism_Lipid metabolism_Synthesis and degradation of ketone bodies [PATH:ko00072]
Metabolism_Amino acid metabolism_Valine leucine and isoleucine degradation [PATH:ko00280]
Environmental Information Processing_Signal transduction_AMPK signaling pathway [PATH:ko04152]



Metabolism_Metabolism of terpenoids and polyketides_Terpenoid backbone biosynthesis [PATH:ko00900]
Organismal_Digestive system_Bile secretion [PATH:ko04976]
Metabolism_Amino acid metabolism_Lysine degradation [PATH:ko00310]
Metabolism_Amino acid metabolism_Tryptophan metabolism [PATH:ko00380]
Metabolism_Amino acid metabolism_Valine leucine and isoleucine degradation [PATH:ko00280]
Metabolism_Carbohydrate metabolism_Butanoate metabolism [PATH:ko00650]
Metabolism_Lipid metabolism_Fatty acid degradation [PATH:ko00071]
Metabolism_Lipid metabolism_Fatty acid elongation [PATH:ko00062]
Metabolism_Metabolism of terpenoids and polyketides_Geraniol degradation [PATH:ko00281]
Metabolism_Xenobiotics biodegradation and metabolism_Caprolactam degradation [PATH:ko00930]
Metabolism_Carbohydrate metabolism_Butanoate metabolism [PATH:ko00650]
Metabolism_Carbohydrate metabolism_Glyoxylate and dicarboxylate metabolism [PATH:ko00630]
Metabolism_Amino acid metabolism_Cysteine and methionine metabolism [PATH:ko00270]
Metabolism_Carbohydrate metabolism_Citrate cycle (TCA cycle) [PATH:ko00020]
Metabolism_Carbohydrate metabolism_Glyoxylate and dicarboxylate metabolism [PATH:ko00630]
Metabolism_Carbohydrate metabolism_Pyruvate metabolism [PATH:ko00620]
Metabolism_Energy metabolism_Carbon fixation in photosynthetic organisms [PATH:ko00710]
Metabolism_Energy metabolism_Carbon fixation pathways in prokaryotes [PATH:ko00720]
Metabolism_Energy metabolism_Methane metabolism [PATH:ko00680]
Metabolism_Amino acid metabolism_Cysteine and methionine metabolism [PATH:ko00270]
Metabolism_Carbohydrate metabolism_Citrate cycle (TCA cycle) [PATH:ko00020]
Metabolism_Carbohydrate metabolism_Glyoxylate and dicarboxylate metabolism [PATH:ko00630]
Metabolism_Carbohydrate metabolism_Pyruvate metabolism [PATH:ko00620]
Metabolism_Energy metabolism_Carbon fixation in photosynthetic organisms [PATH:ko00710]
Organismal_Excretory system_Proximal tubule bicarbonate reclamation [PATH:ko04964]
Environmental Information Processing_Signal transduction_Two-component system [PATH:ko02020]
Metabolism_Carbohydrate metabolism_Pyruvate metabolism [PATH:ko00620]
Metabolism_Carbohydrate metabolism_Pyruvate metabolism [PATH:ko00620]
Metabolism_Energy metabolism_Carbon fixation in photosynthetic organisms [PATH:ko00710]
Metabolism_Carbohydrate metabolism_Citrate cycle (TCA cycle) [PATH:ko00020]
Cellular Processes_Transport and catabolism_Peroxisome [PATH:ko04146]
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