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Table S1. Primers used in this study for PCR amplification of virulence genes.
Table S2 (Table 2.xlsx) Characteristics of ESBL-producing E. coli bloodstream isolates. This table includes the raw data supporting the conclusions of this manuscript. 
Figure S1 shows a dendrogram with the XbaI macrorestriction profiles obtained by pulsed-field gel electrophoresis (PFGE) of the ST131 isolates with a similarity of 61.3%.
Figure S2 shows a dendrogram with the XbaI macrorestriction profiles obtained by PFGE of the non-ST131 isolates with a similarity of 50.2%.


Table S1. Primers used in this study for PCR amplification of virulence genes
	Gene
	Function
	Primer name
	Sequence (5’-3’)
	Reference

	Adhesins

	fimH
	D-mannose-specific adhesin, type 1 fimbriae
	fimH-F
fimH-R
	TGCAGAACGGATAAGCCGTGG
GCAGTCACCTGCCCTCCGGTA
	Johnson and Stell, 2000

	fimAvMT78
	Fim A variant MT78 of type 1 fimbriae
	fimA215
fimA201
	ACTTTAGGATGAGTACTG
TCTGGCTGATACTACACC
	Marc and Dho-Moulin, 1996

	papAH
	P fimbriae (pyelonephritis-associated pilus) operon. Major structural subunit. Defines F antigen
	papAH-F
papAH-R
	ATGGCAGTGGTGTCTTTTGGTG
CGTCCCACCATACGTGCTCTTC
	Johnson JR et al., 2015

	papC
	P fimbriae operon. Pilus assembly
	papC-F
papC-R
	GTGGCAGTATGAGTAATGACCGTTA
ATATCCTTTCTGCAGGGATGCAATA
	Johnson JR et al., 2015

	papEF
	P fimbriae operon. Minor tip pilins. Connect PapG to PapA
	papEF-F
papEF-R
	GCAACAGCAACGCTGGTTGCATCAT
AGAGAGAGCCACTCTTATACGGACA
	Yamamoto et al., 1995

	papG I
	P fimbriae operon. Allele I of papG gene
	Pap-I f
Pap-I r
	TTAGCTGGATGGCACAATG
TTGTCCATGTATCCCATTCAT
	Mora et al., 2013

	papG II
	P fimbriae operon. Allele II of papG gene
	Pap-II f
Pap-II r
	GGGCATTGCTACGGTAACCTG
CGCTATTAATAGACAGATCACC
	Mora et al., 2013

	papG III
	P fimbriae operon. Allele III of papG gene
	Pap-III f
Pap-III r
	CGGCAACTTTAAGCTATGTG
TGTACCATCTCATCGTTGTCTC
	Mora et al., 2013

	papG IV
	P fimbriae operon. Allele IV of papG gene
	Pap-IV f
Pap-IV r
	TCCGAGAAGTACCCAAACCAC
GTCACAATAAATGGTAACAGCT
	Blanco M.
This study

	sfa/focDE
	Central region of sfa (S fimbriae) and foc (F1C fimbriae) operons
	sfa1
sfa2
	CTCCGGAGAACTGGGTGCATCTTAC
CGGAGGAGTAATTACAAACCTGGCA
	Le Bouguenec et al., 1992

	afa/draBC
	Dr antigen-specific adhesion operons (AFA, Dr, F1845)
	afa1
afa2
	GCTGGGCAGCAAACTGATAACTCTC
CATCAAGCTGTTTGTTCGTCCGCCG
	Le Bouguenec et al., 1992

	afaFM955459
	Operon afa specific for clonal group O25b-ST131
	AFA-O25F
AFA-O25R
	GAGTCACGGCAGTCGCGGCGG
TTCACCGGCGCACAGCCATCTCC
	Blanco et al., 2009

	yfcV
	Putative chaperone-usher fimbria
	yfcV forward
yfcV reverse
	ACATGGAGACCACGTTCACC
GTAATCTGGAATGTGGTCAGG
	Spurbeck et al., 2012

	Toxins

	sat
	Secreted autotransporter toxin
	satF
satR
	GCAGCTACCGCAATAGGAGGT
CATTCAGAGTACCGGGGCCTA
	Johnson et al., 2003

	cnf1
	Cytotoxic necrotizing factor 1
	cnf1-f2
cnf1-rc
	CAGGAGGTACTTAGCAGCGT
TAATTTTGGGTTTGTATC
	Mora et al., 2013

	hlyA
	α-hemolysin
	hly f
hly r
	AACAAGGATAAGCACTGTTCTGGCT
ACCATATAAGCGGTCATTCCCGTCA
	Yamamoto et al., 1995

	hlyF
	Hemolysin F
	hlyF f
hlyF r
	TCGTTTAGGGTGCTTACCTTCAAC
TTTGGCGGTTTAGGCATTCC
	Morales et al., 2004

	cdtB
	Cytolethal distending toxin
	cdt-s1
cdt-as1
cdt-s2
cdt-as2
	GAAAGTAAATGGAATATAAATGTCCG
AAATCACCAAGAATCATCCAGTTA
GAAAATAAATGGAACACACATGTCCG
AAATCTCCTGCAATCATCCAGTTA
	Tóth et al., 2003

	tsh
	Temperature-sensitive hemagglutinin. Serine protease
	tsh03
tsh15
	GGTGGTGCACTGGAGTGG
AGTCCAGCGTGATAGTGG
	Dozois et al., 2000

	vat
	Vacuolating autotransporter toxin. Serine protease
	vat forward
vat reverse
	TCAGGACACGTTCAGGCATTCAGT
GGCCAGAACATTTGCTCCCTTGTT
	Spurbeck et al., 2012

	Iron uptake

	iucD
	Aerobactin
	Aer f
Aer r
	TACCGGATTGTCATATGCAGACCGT
AATATCTTCCTCCAGTCCGGAGAAG
	Yamamoto et al., 1995

	iutA
	Ferric aerobactin receptor (iron uptake transport)
	aer-851f
aer-1152r
	GGCTGGACATCATGGGAACTGG
CGTCGGGAACGGGTAGAATCG
	Johnson and Stell, 2000

	iroN
	Catecholate (salmochelin) siderophore receptor
	Ironec-f
Ironec-r
	AAGTCAAAGCAGGGGTTGCCCG
GACGCCGACATTAAGACGCAG
	Johnson et al., 2000

	fyuA
	Yersinia siderophore receptor (ferric yersiniabactin uptake)
	fyuA forward
fyuA reverse
	GTAAACAATCTTCCCGCTCGGCAT
TGACGATTAACGAACCGGAAGGGA
	Spurbeck et al., 2012

	chuA
	Heme binding outer membrane
	chuA-ITU-F
chuA-ITU-R
	CTGAAACCATGACCGTTACG
TTGTAGTAACGCACTAAACC
	Spurbeck et al., 2012

	Capsule

	kii-kpsM II
	Group II capsule
	KpsII f
KpsII r
	GCGCATTTGCTGATACTGTTG
CATCCAGACGATAAGCATGAGCA
	Johnson and Stell, 2000

	kpsM II-K2
	K2 variant of group II capsule
	kpsII f
KpsII-K2r
	GCGCATTTGCTGATACTGTTG
AGGTAGTTCAGACTCACACCT
	Johnson and  O'Bryan 2004

	kpsM II-K5
	K5 variant of group II capsule
	K5 f
kpsII r
	CAGTATCAGCAATCGTTCTGTA
CATCCAGACGATAAGCATGAGCA
	Johnson and Stell, 2000

	neuC-K1
	K1 variant of group II capsule
	neu1
neu2
	AGGTGAAAAGCCTGGTAGTGTG
GGTGGTACATCCCGGGATGTC
	Moulin-Schouleur et al. 2006

	kpsM III
	Group III capsule
	kps III f
kps III r
	TCCTCTTGCTACTATTCCCCCT
AGGCGTATCCATCCCTCCTAAC
	Johnson and Stell, 2000

	Miscellaneous

	cvaC
	ColV (microcin V); on plasmids with iucD/iutA, iroN, sitA, iss and traT
	ColV-Cf
ColV-Cr
	CACACACAAACGGGAGCTGTT
CTTCCCGCAGCATAGTTCCAT
	Johnson and Stell, 2000

	iss
	Increased serum survival (outer membrane protein)
	is-f
is-r
	CAGCAACCCGAACCACTTGATG
AGCATTGCCAGAGCGGCAGAA
	Rodriguez-Siek et al., 2005

	traT
	Serum resistance-associated (outer membrane protein)
	TraT f
TraT r
	GGTGTGGTGCGATGAGCACAG
CACGGTTCAGCCATCCCTGAG
	Johnson and Stell, 2000

	ibeA
	Invasion of brain endothelium
	ibe10 f
ibe10 r
	AGGCAGGTGTGCGCCGCGTAC
TGGTGCTCCGGCAAACCATGC
	Johnson and Stell, 2000

	malX (PAI)
	Pathogenicity-associated island marker (PAI)
	MALX-F
MALX-R
	GCATGAGCAGTGCGATACATCGC
AGGGCTGGGAAGTGGTTTAGCC
	Mora et al., 2013

	usp
	Uropathogenic-specific protein (bacteriocin)
	usp-f
usp-r
	ACATTCACGGCAAGCCTCAG
AGCGAGTTCCTGGTGAAAGC
	Bauer et al., 2002

	ompT
	Outer membrane protein (protease) T
	ompT-F
ompT-R
	ATCTAGCCGAAGAAGGAGGC
CCCGGGTCATAGTGTTCATC
	Johnson, et al. 2015
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Figure S1 (supplemental material) shows a dendrogram with the XbaI macrorestriction profiles obtained by pulsed-field gel electrophoresis (PFGE) of the ST131 isolates with a similarity of 61.3%. A high genetic diversity was detected, as 31 different PFGE profiles were obtained from the 40 ST131 isolates analysed. According to their PFGE similarities, the isolates were distributed among three virotype-specific clusters, defined at similarity levels of 75% (4 virotype E isolates), 84.2% (25 virotype A isolates) and 94.6% (5 virotype F isolates). The dendrogram was obtained with the UPGMA algorithm based on the DICE similarity coefficient and applying 1% of tolerance in the band position.
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Figure S2 (supplemental material) shows a dendrogram with the XbaI macrorestriction profiles obtained by PFGE of the non-ST131 isolates with a similarity of 50.2%. A very high genetic diversity was detected, as 55 different PFGE profiles were obtained from the 55 non-ST131 isolates analysed. However, the majority of isolates belonging to the same sequence types, clonotypes and O:H serotypes remained distributed in the same clusters. The dendrogram was obtained with the UPGMA algorithm based on the DICE similarity coefficient and applying 1% of tolerance in the band position.
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Clonotype and Virulence genes (virotype)
CHAO-41 fimHilyFiucD iutA fyuA chuA kpsM 1-K2 traT malX uspompT (NT)

CH40-22 fimHyfcV blyFtshiucD fucD iutA iroNfyuA chuAkpsM Il-neuC-K1 cvaC iss traT ibeA malX uspompT(D4)
CHAQ-41 fimH sat jucDiutA fyuA chuAtraT malX uspompT(C3)

CHAO-NEG afa/iraBC yfcV sat iucDiutA fyuA chuA kpsi 11-K5 matX uspompT(NT)

CHAO-22 fimyfa hlyF tshiucDiutAToNIyuA chuAkpsM li-euC-K1 cvaC iss raT ibeA maiX usp ompT (04)
CH40-30 fimHpapAH papC papEFpapG HyfoVsat enf1 hlyA iucDiutA fruAchuAkpsi 11-K5 malX uspompT (£}
(CH40-30 fimHpapAHpapC papEF papG Il yfcV sat cnf? hiyA iucDiutA fyuA chuAkpsid 11-KS traT malX uspompT (E)
GHA0-30 fimHpapAH papC papEFpapG It yicV sat onft hiyA iucD iutA fyuA chud kpsh I-K5 traT maiX uspompT (£}
(CH40-30 fimHpapAH papCpapEF papG Il yfcV sat cnf1 hiyA iucD iutA fyuA chuA kpsM I1-KS traT maiX uspompT (E)
‘CHA0-30 fimH afa/draBC yicV sat iucD iutA fywA chuA kpsM i-K2 malX uspompT (4)

CH4Q-30 fimH afaldraBC yfcV sat iucDiutA fyuA chulkpsi 1-K2 malX uspompT (A)

CHAO-30 fimH afa/draBC yicV satucD iuth fyuA chudkpsi i-K2 malX uspompT (4)

CHAO-30 fimH afaldraBOycVsatiucD iutA fyuA chuAkpsid 1K2 maiX uspompT (4)

(CH40-30 fimH afa/draBC yfcV sat ivcDivtA fyuA chuAkpsiM 1-K2 malX uspompT (4)

CHAQ-30 fimH afa/draBC yicV sat iucDiuth fyuA chudkpsi 1-K2 malX uspompT (4)

(CH40-30 fimH afa/draBC yfcV sat ivcDiutA fyuA chuAkpsM f1-K2 malX uspompT (4)

CHAO-30 fimH afa/draBC yicV sat iucDiuth fyuA chudkpsi 1i-K2 malX uspompT (4)

CH4Q-30 fimH afaldraBC ylcV sat iucDiutA fyuA chuskpsi H-K2 malX uspompT (A)

(CH40-30 fimH afadraBC yfcV sat ivcDiutA fyuA chuAkpsM f1-K2 malX uspompT (4)

CHA0-30 fimH afa/draBC yicV sat iucDiutAfyuA chu kpsid 1-K2 maiX uspompT (4)

(CH40-30 fimH afa/draBCyfcVsat ivcDiutA fyuA chuAkpsi 11-K2 maiX uspompT (A)

‘CHA0-30 fimH afa/draBC yicV sat iucDiuth fyuA chuAkpsid 1HK2 maiX uspompT (4)

CHAO-30 fimH afaldraBC yicV sal iucDiuth fyuA chubkpsi 11-K2 malX uspompT (4)

CHAO-30 fimH afa/draBC yicV sat iucD iutA fywA chuA kpsh i-K2 malX uspompT (4)

CH4Q-30 fimH afaldraBC yfcV sat iucDiutA fyuA chuskpsi 1-K2 malX uspompT (A)

(CH40-30 fimH afa/draBC yfcV sat ivcDiutA fyuA chuAkpsM f1-K2 malX uspompT (4)

CHAQ-30 fimH afa/draBC yIcV' sat iucDiuth fyuA chukpsM 1-K2 traT meiX uspompT (£)

(CH40-30 fimH afa/draBCyfcVsat iucDiutA fyuA chuAkpsid 11-K2 traT malX uspompT (A)

CHAQ-30 fimH afa/draBCyfcVsat iucDiutA fyuA chuAkpsid 1HK2 maiX uspompT ()

CHA0-30 fimH afaldraBC sat fucDiuth fyuA chudkpsi 1-K2 malX uspompT (4)

(CH40-30 fimH afa/draBCyfcVsat iucDiutA fyuA chuAkpsid 11-K2 traT malX uspompT (A)

CHAO-30 fimH afaldraBC yicV sal iucDiuth fyuA chubkpsi 11-K2 malX uspompT (4)

(CH40-30 fimH afa/draBC yfcV sat iucDiutA fyuA chuA kpsM 11-K2 traT maiX uspompT (4)

CHA0-30 fimH afa/draBC yIcV sat iucDiuth fyuA chukpsM 1-K2 traT meiX uspompT (4)

(CH40-30 fimHpapAH papC papEFpapG If yfcV sat iucDiutA fyuA chuAkpsM I1-KS traT malX uspompT (5}

(CH40-30 fimHpapAHpapC papEF papG Il yfcV sat ivcDiutA fyuA chuAkpsi 11-KS5 traT malX uspompT (F)

GHA0-30 fimH papAH papC papEF papG if ylc/ sat iucDiuth fyuA chuAkpsM K5 traT maiX uspompT ()
CHA0-30 fimH papAH papC papEF papG if yic’ sat iucD futh fyuh chu kpsh 1S traT malX uspompT ()
CHA0-30 fimH papAH papC papEF papG flyfcVsat ucD futA fyuA chud kps 1K traT maiX uspompT ()
CHAQ-22fimH papAH papC papEF papG I ylc’ hlyF catB iucDiLtA iroNiyuA chudkpsi 11-KS cvaC iss traT ibeA malX uspompT (D2
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WSS OTHA ST CTXAMA A 010 CHILS fmHF tsh ucD A o KpshilKS cuaCis raT ompT
W6 OTHA  ST@3  CTXMMA A 2011 CHI-31 fimH pacC papEF papG-Ii yF (h ucD it roN kpsMILKS cvaC raT ompT
Witz OBHe  STES  CTXMA4  C 2011 CHA39  fimH papAH papC papEF papG-NT hyF iucD uth o yuA vaC raT amp T
Wise  OBH7  STIRZ  CTXMA4  B1 205 CHA3T fmHiueD A
WS Oswh2i ST Sz BY 210 CHIBSO fmH Ay eD A roNss T
Wiz OzyMs  STISS  CTGMM4 81 20m CH2038 fimH D it N T
W) ONTHNM STZ  CTXMM4  C 2008 CHAS5 fimH papAH papC papEF papO-T it o cvaC ss T ish
B OOTHID STIO  CTXM2 A 00 CHILS finH mAVMT78 MyF ucD i ioN cvaC s traT
iz OMOTHID STE7  CTXMMA A 210 ChHitnog maX
HIODI  OZHNM  STASS  CTXMM4  BY 2005 CHB3I fimH D A ioN fyuA kpsIKS cvaCiss taT
iSO OzsHNM  STei  CTXmiz  F 2005 CHISS ik N lcDiutA yuA oA RPSMIKS raT malX ompT
W OfsEMIS STOE  CTGMM E 2011 CHIET-27 fimk D it byud chud kpshil T o
WatBe  O2HNM  STels Sz F 2011 CHASE  fimH papAH panC papEF papG-Il VeV hyf tsh cD it roN chu kpsMILKS cuaC iss raT malX ompT
W22 ONTHA  NEWST CTXAMA A 207 CHI25 fimH ImAVMT7S D uth traT
H2E0  OBHNT  STMS  CTXMM  B1 207 CHAST fimHAYF ucD A ioN cvaiss raT
W) OISHI  STI  CTXM4  E 2000 GHIDGS4 finH54 imAVMT7 papAH papEF papG-1IyV saticD st fyuA chud KpsMIFKS raT ompT
H2655 015H1 ST393 CTXM-14. B 2009 CH106-54 fimH fimAVMT78 papAH papC papEF papG-il sat iucD iutA fyuA chuA kpsMil-K5 cvaC traT ompT
H1370 015:H1 §T393 CTXM-14 B 2003, CH106-54 fimH fimAVMT78 papAH pepC papEF papG-if sat iucD wtA iroN fyuA chuA kpsMil-KS ompT
Wz OfSMI  STI  CTXMMA  E 2000 CHIOO-S4 fmH fmAVMT7S papAH papC papEF papG- satucD it fyuA chu psMIEKS ovaC ompT
Wb Ozshzs ST CToM2  BY 205 CHILSS finH eD A traT maiX ompT
HE1  ONTHS! ST CTXMM4  BY 2008 CHAL3S finH iyl e ioN oG s
WISl OSH2I STIES  CTXMAs  B1 204 CHANSS fimk YD A raT
W OBNT  STIMZ  CTXMs B 2011 CHaa1  fimk maix
W9 ONTHIG  STZ02  CTGMM 81 208 CHOS38 fimkiraT
WIS O2H  STERZ  CTXAMA B2 2001 CHOB9  fimH yicV hyF vatucD it oy chuf kpsMILKS cva: ss tra iboA malX usp ompT
iS22 OM4HNM STE2  CTXMO  BY 2004 CHISSS fimHish D A kol iss raT ompT
WS ONTHNM STIBH)  CTXMM A 2011 CHit-400 ik
s ONTHZS STei  CTXM  B1 201 CHB478. fimH fmAVMT75 HyF ucD A yuA o s traT ompT
W51 ONTHNM STIO  SHVi2 A 010 GHILSS fimH AmAVMTZa oV hiyF isstaT
a0 OITHY  STIES  CTXM4 G 2011 CH2B3.32 fimH AicD A T ompT
Hods%  ONTHNM  STSS o1 2008 CHESZ finH papAH papC papEF papG-NTIucD A yuA raT ompT
Wi4m  OfSHNM  STae2 2004 GHIOSS i mAVMT7S HyF D A roN chuA kpshILKS iss raT mpT
Ha7e  ONTHZS TS B1 2006 CHA2 32 papAH papC papEF papG-NT My sh vt D iA FoN fyuA cvaC s taT ompT
W7 OskH2i  STas 81 2011 CHEO ik yicV iy vat oA raT ompT
WAl O2H9  sTa0 o 08 CHA24 D A fuA
Wt Osthzs  STIIOB a1 210 CHEdT ik hFraT
B  OBINT  ST4s 205 CHILO finkiss T ompT
WS ONTHIO ST 81 207 CHE28 ik hih ompT
W6 ONTHIB  STEY o 2008 CHIS27 fimH papAH paRC PaDEF papG sat 1D A fyuA chuA KpSMIEKS raT ompT
WE  O9H4  STAS A 2011 O fmHiA
WS O20HID  STis B1 208 CHEIB kA sh ucD N cvaC s T
Hadss  OHe  STi2t A 2011 CHr-54  fimk ompT
WiTos  OzHe  sTes & 2005 CHIBZT fimH papAH panC papEF papG-iyfc vt fyuh chu kpshineuC-K1 ma usp ompT
Wt Otsamio  STE c 2010 CHA2S fimH e i oA taT ompT
Wet2e  O7ZHIE  STIOB € 2010 CHISAT fimH D A chud kpsiil raT omoT
s OZRNM  STIT 82 2010 CHSZ14 finH sfafocDE eV vat ioN yu chuA kpshllneuC:K( ibeA maX usp ompT
W OHe  STes A 010 CHIS4 fimH AmAVMT7a KpSMILKS ompT
WoEs  ONTHG  ST40s € 2010 CHOT-27 fimH satucD A fyuA chuA pMILKS ra maiX
Wz OBHG  STAOS € 2010 CHI2T finH sat cD utA fyuh chul kpsIKS raT malX
W01 OtioMe  STAOS € 2010 CHITZT fimH sal icD utA fyuh chul kpsMILKS raT malX
WiBTs  Oto2zHs  STADS € 2006 CHST-27 i fyuh chud kpsMIl T malX
HiBDT Ot STise F 2005 CHEBSS fimH yieV ucD itA chuA kpsMILKS traT ibod usp
W3IBS ONTH3S  STise F 011 CHBBSS fmH oV icD AtA chuA kpsMILKS ibeA malX usp
Halza Ot STase F 1 CHBBSE fim oV iucD A chu iboA maiX usp
Woss OuHNM STast £ 2008 CHOBSE fimHyfeVtsh ucD il chuA iboA usp





