Supplementary Table 2 Overview of genetic variants with no confirmed associations related to taste preferences
SNP: single nucleotide polymorphism, PROP: 6-n-propylthiouracil, FFQ: food frequency questionnaire, SQFFQ: semi-quantitative food frequency questionnaire, AceK: Acesulfame Potassium

Supplementary Table 2 Overview of genetic variants with no confirmed associations related to taste preferences
	Gene
	SNP
	Applied tastant/method
	Number of studies with confirmed association
	Number of studies with no association (number of low quality studies, if applicable)
	Reference

	BITTER TASTE
	
	
	
	
	

	CA4
	rs9905484
	Quinine
	0
	1
	(8)

	CA6
	rs12748400
	PROP
	0
	1
	(41)

	CA6
	rs17032907
	PROP
	0
	1
	(41)

	CA6
	rs2274327
	PROP
	0
	1
	(41)

	CA6
	rs2274328
	PROP
	0
	1
	(41)

	CA6
	rs2274333
	Quinine
	0
	1
	(8)

	CA6
	rs2274334
	PROP
	0
	1
	(41)

	CA6
	rs3737665
	PROP
	0
	1
	(41)

	CA6
	rs3765964
	PROP
	0
	1
	(41)

	CA6
	rs3765965
	PROP
	0
	1
	(41)

	CA6
	rs3765967
	PROP
	0
	1
	(41)

	CA6
	rs3765968
	PROP
	0
	1
	(41)

	CA6
	rs7545200
	PROP
	0
	1
	(41)

	CASC6
	rs10485099
	Quinine
	0
	1
	(8)

	CD36
	rs1527483
	PROP
	0
	1
	(40)

	CD36
	rs1761667
	PROP
	0
	1
	(40)

	CDYL2
	rs13333767
	Quinine
	0
	1
	(8)

	FFAR1
	rs2301151
	Quinine
	0
	1
	(8)

	GNAT3
	rs1524600
	Quinine
	0
	1
	(8)

	INTS4
	rs3819256
	Quinine
	0
	1
	(8)

	KCNJ5
	rs4937384
	Quinine
	0
	1
	(8)

	LOC105377272
	rs4127802
	Quinine
	0
	1
	(8)

	LOC107986812
	rs7792845
	Quinine
	0
	1
	(8)

	NA
	rs10966900
	Quinine
	0
	1
	(8)

	NA
	rs1308724
	Bitterness of Acesulfame Potassium, quinine
	0
	3
	(4, 18, 8)

	NA
	rs4481887
	Quinine
	0
	1
	(8)

	NA
	rs846672
	Quinine
	0
	1
	(8)

	OR11H7
	rs1953558
	Quinine
	0
	1
	(8)

	OR7D4
	rs5020278
	Quinine
	0
	1
	(8)

	OR7D4
	rs61729907
	Quinine
	0
	1
	(8)

	PRH1-TAS2R14 (TAS2R31)
	rs10845293
	PROP
	0
	1
	(14)

	PRH1-TAS2R14 (TAS2R50)
	rs10772397
	Quinine
	0
	1
	(8)

	SCNN1D
	rs586965
	Quinine
	0
	1
	(8)

	SRPK2
	rs1204064
	PROP
	0
	1
	(14)

	TAS1R1
	rs34160967
	Quinine
	0
	1
	(10)

	TAS1R1
	rs34160967
	Quinine
	0
	1
	(8)

	TAS1R2
	rs35874116
	Quinine
	0
	1
	(8)

	TAS1R2
	rs9701796
	Quinine
	0
	1
	(8)

	TAS1R3
	rs111615792
	Quinine
	0
	1
	(8)

	TAS1R3
	rs307355
	Quinine
	0
	1
	(8)

	TAS1R3
	rs307377
	Quinine
	0
	1
	(8)

	TAS1R3
	rs35744813
	Quinine
	0
	1
	(8)

	TAS1R3
	rs76755863
	Quinine
	0
	1
	(8)

	TAS2R1
	rs2234233
	Quinine
	0
	1
	(8)

	TAS2R13
	rs1015443
	Bitterness of capsaicin, piperine, ethanol
	0
	1
	(41)

	TAS2R13
	rs1015443
	PROP, bitterness of alcohol
	0
	2
	(14, 20)

	TAS2R16
	rs2233989
	PROP
	0
	1
	(14)

	TAS2R16
	rs978739
	PROP
	0
	1
	(14)

	TAS2R19
	rs12578654
	PROP
	0
	1
	(14)

	TAS2R19
	rs4763235
	PROP
	0
	1
	(14)

	TAS2R3
	rs2270009
	Quinine
	0
	1
	(8)

	TAS2R3
	rs765007
	Bitterness of capsaicin, piperine, ethanol threshold
	0
	1
	(19)

	TAS2R39
	rs4726600
	Quinine
	0
	1
	(8)

	TAS2R4
	rs2233998
	PROP, bitterness of capsaicin, piperine, ethanol
	0
	2
	 (41, 14)

	TAS2R4
	rs2234002
	Bitterness of capsaicin, piperine, ethanol
	0
	1
	(41)

	TAS2R60
	rs4595035
	Quinine
	0
	1
	(8)

	TRPA1
	rs7827617
	Quinine
	0
	1
	(8)

	TRPA1
	rs11988795
	Quinine 
	0
	1
	(8)

	TRPM5
	rs2301699
	Quinine 
	0
	1
	(8)

	TRPM8
	rs7593557
	Quinine 
	0
	1
	(8)

	TRPV1
	rs4790522
	Quinine
	0
	1
	(8)

	TRPV1
	rs8065080
	Quinine
	0
	1
	(8)



	SWEET TASTE
	
	
	
	
	

	TAS1R2
	rs35874116
	Sucrose
	0
	1
	(43)

	TAS2R31
	rs10772423
	Intensity ratings (test samples: sucrose, gentiobiose, aspartame, rebaudioside A and D, AceK sweetness)
	0
	2
	(4, 18)

	TAS2R4
	rs2234001
	Intensity ratings (test samples: sucrose, gentiobiose, aspartame, rebaudioside A and D)
	0
	1
	(4)

	TAS2R9
	rs3741845
	AceK sweetness
	0
	1
	(18)

	FAT TASTE
	
	
	
	
	

	ADIPOQ-AS1
	rs2241766
	Fat intake (7-day food records)
	0
	1
	(44)

	BDNF-AS
	rs1488830
	Fat intake (FFQ)
	0
	1
	(39)

	BDNF-AS
	rs925946
	Fat intake (FFQ)
	0
	1
	(39)

	CAV3
	rs237878
	Food preference questionnaire
	0
	1
	(32)

	CD36
	rs1984112
	Fat consumption (FFQ)
	0
	1
	(45)

	CD36
	rs1984112
	Ratings of perceived oiliness, fat content, and creaminess
	0
	1
	(46)

	CD36
	rs1527479
	Fat consumption (FFQ)
	0
	1
	(45)

	CD36
	rs1049673
	Ratings of perceived oiliness, fat content, and creaminess
	0
	1
	(46)

	CD36
	rs3840546
	Ratings of perceived oiliness, fat content, and creaminess
	0
	1
	(46)

	FTO
	rs1121980
	Fat intake (FFQ)
	0
	1
	(39)

	FTO
	rs17782313
	Fat intake (FFQ)
	0
	1
	(39)

	GHRL
	rs696217
	Fat intake (7-day food records)
	0
	1
	(28)

	LEPR
	rs1137101
	Fat intake (7-day food records)
	0
	1
	(28)

	LOC105375494
	rs7799039
	Fat intake (7-day food records)
	0
	1
	(28)

	LOC105378797
	rs2568958
	Fat intake (FFQ)
	0
	1
	(39)

	MTCH2
	rs10838738
	Fat intake (FFQ)
	0
	1
	(39)

	NA
	rs17700633
	Fat intake (FFQ)
	0
	1
	(39)

	NA
	rs6548238
	Fat intake (FFQ)
	0
	1
	(39)

	NA
	rs10938397
	Fat intake (FFQ)
	0
	1
	(39)

	NA
	rs368794
	Fat intake (FFQ)
	0
	1
	(39)

	NA
	rs7647305
	Fat intake (FFQ)
	0
	1
	(39)

	NA
	rs2844479
	Fat intake (FFQ)
	0
	1
	(39)

	OPRM1
	rs510769
	Food preference questionnaire
	0
	1
	(31)

	OPRM1
	rs563649
	Food preference questionnaire
	0
	1
	(31)

	OPRM1
	rs675026
	Food preference questionnaire
	0
	1
	(31)

	OPRM1
	rs9322447
	Food preference questionnaire
	0
	1
	(31)

	OPRM1
	rs558948
	Food preference questionnaire
	0
	1
	(31)

	OXTR
	rs53576
	Food preference questionnaire
	0
	1
	(32)

	OXTR
	rs2268493
	Food preference questionnaire
	0
	1
	(32)

	OXTR
	rs237885
	Food preference questionnaire
	0
	1
	(32)

	OXTR
	rs2254298
	Food preference questionnaire
	0
	1
	(32)

	OXTR
	rs2268498
	Food preference questionnaire
	0
	1
	(32)

	POMC
	rs3754860
	Fat intake (7-day food records)
	0
	1
	(28)

	POMC
	rs1009388
	Fat intake (7-day food records)
	0
	1
	(28)

	RGS6
	rs860195
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs2283394
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs847352
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs2239250
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs8018927
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs7147236
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs2238199
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs2681749
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs12892244
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs847334
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs2239227
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs4903013
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs10149207
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs6574069
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs2239223
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs2239219
	Fat intake (FFQ)
	0
	1
	(37)

	RGS6
	rs10149848
	Fat intake (FFQ)
	0
	1
	(37)

	TAS2R38
	rs713598
	Fat intake (test meal) (children)
	0
	1
	(47)

	TAS2R38
	A49P (rs713598), V296I (rs10246939)
	Fat intake (3-day food record)
	0
	1
	(48)

	TRPV1
	rs161364
	Preference for oiliness, fat intake (SQFFQ)
	0
	1
	(34)

	TRPV1
	rs8065080
	Preference for oiliness, fat intake (SQFFQ)
	0
	1
	(34)

	UMAMI TASTE
	
	
	
	
	

	TAS1R3
	rs3813210
	Umami
	0
	2
	(49, 50)

	TAS1R3
	rs35424002
	Umami
	0
	1
	(15)

	GNAT3
	rs6467192
	Umami
	0
	1
	(15)
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