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Table S1. Primers used in dsRNA synthesis and qRT-PCR
	Fragment name
	Forward primer
	Reverse primer

	dsRNA synthesis
	
	

	dsTai1
	GAAAGTGCCTCCCAAGCG
	CTCGTAGCGGCTGACCC

	dsTai2
	CCAGGTTCTCCTTTAGCCC
	GCCTTCTTGTCTTCCTCGCT

	dsegfp
	AAGTTCAGCGTGTCCG
	CACCTTGATGCCGTTC

	qRT-PCR
	
	

	qLdTai
	CCTCCGGGAACGTAATAAGA
	CTTTCAGGTATTGGCGGAAT

	qLdIDI
	AAGCCAGCAAGAAAGGATGT
	CCGGGTAGGTAATCTTCTGG

	qLdJHAMT
	GGAAGTGGAGATGGCAAGTT
	CTACCAACGAGTTTCCCGAT

	qLdMet
	GCGACTCCGCTAACAGTGTA
	AGATCCCTTCCTGGTTGTTG

	qLdKr-h1
	CGATGGTCTCAGAAGAAGGG

	AATTGGGAGGCGTAACAGTC

	qLdHairy
	CGGAACCAATGGACACTATG
	ACACATTTCCTCACGACCAA

	qLdPTTH
	TCCAAACTGGATCCTGTCAA
	CACAGAGGAGGTTTCGTCAA

	qLdTorso
	CCAAAGTGCAGACTCCTCAA
	CTTTGTTGCTCCCTCTTTCC

	qLdRas
	GACGTACAGGGAGCAGATCA
	CTTGGCGACCTCTCTAGCTT

	qLdphm
	GGAGAAAACTCGGAAAAGTGAAGA
	CACCAAATAAATCAGCCAGCAA

	qLddib
	ATCCTCAGAGAAGAAGCCATTTAGC
	CGAAACAATCCACTCCCGAATAACC

	qLdEcRA
	CGGGTTCAATAACAGTGTCG
	ATAAGGTTGCGAAGGTGGTC

	qLdEcRB1
	GGGAGTGCTAGTGTTGTGGA
	GGATTAGACGCTCCCTACGA

	qLdUSP
	TCGTCCTTTGCCGTTCTTCTTG
	CGACAAAGAAACAGATGCCAGTAC

	qLdE74
	ATGCCATTTATCGACAACGA
	ACCTCCTGAAGTACCGGTTG

	qLdE75
	CCAACTCCAGATGCAGCTTA
	AATGATTTCGCCAACATTGA

	qLdHR3
	GCATCATCCAGCAAATCATC
	CTGATCGTCTTGCGACAACT

	qLdHR4
	ATTATGACCCTTACGCGGACC
	GCGACAGATTCGCCATCAC

	qLdFTZ-F1
	GGCTAATCAGGCCTCCAG
	CATGGTTTGCTGGCAACTAC

	qLdRP18
	TAGAATCCTCAAAGCAGGTGGCGA
	AGCTGGACCAAAGTGTTTCACTGC

	qLdRP4
	AAAGAAACGAGCATTGCCCTTCCG
	TTGTCGCTGACACTGTAGGGTTGA

	qLdARF1
	CGGTGCTGGTAAAACGACAA
	TGACCTCCCAAATCCCAAAC

	qLdARF4
	GTGCTCGTGAACCATGTGAA
	AACCTCCAATCCCTCGTGAA
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Figure S1. Alignment of bHLH and PAS regions of Taimans from six insects. Amino acid sequences of Taiman proteins derive from Leptinotarsa decemlineata (Lde), Tribolium castaneum (Tca, XP_008193622.1), Drosophila melanogaster (Dme, AFH03623.1), Bombyx mori (Bmo, XP_012546525.1), Apis mellifera (Ame, XP_006563179.1) and Blattella germanica (Bge, CDO33883.1). Increasing background intensity (from light to dark) indicates an increase in sequence similarity. Gaps have been introduced to permit alignment. The bHLH, PAS-A and PAS-B domains are highlighted by black lines.
