1 -GATTGGATAAAGGCCGTACTCTCTGCAGTCCTACTTGTTGGCGTTGTGCAGTCTGTCCTATTACCAGGATTGAAGGAAAATAAAGTGCTCTTTTACCGAATCGAAGGAAAAACAGTAACTGGACTTCCTCAAATCAGAGATCAGTTTTCCGGCTTTGAGTAC

1 MDWIKAVLSAVLLVGVVQSVLLPGILIKENEKYLTFYRTIES®GEKTVTSGLPAQTIZRDI QFSSGTFE
166 AATGGAACCCTTCTTATCGAAACTCACGCTTCAAATATACTCCTACTGCAGTTCATTGACATGAAATACGATATCATGAATGGAGACTTGCCGAATGGTTGGTGGTCTGACAGCTCTGCGTCTACATATAACGAGACCAAGCCTCTTCCTCTGACCAAGTCAGCG
56 INGTLLIETHASNILLLQFIDMKYDIMNGDLPNGWWSDSSASTYNETKPLPLTKS
331 TTTGTTCTTCAACTGGAGAATCATTTTGTTAAAAAAGTCGTAGTACCACGTGATCTGAAGGACTGGGAATTGAACTTCATAAAAGGTTTCTTAAAATCATTCTTCCCAAACTTCGACAGCT TTAAAATCAACAAAAAAGATAAGAGCAACTATTCATCCAAGTCG
111 IFVLQLENHFVKKVVVPRDLKDWELNFIKGFLKSFFPNFDSFKINKKDKSNYSSKSl
496 AAATCTCGCCCGGATTTGGAGGACTCTTTCACAGTGATGCAGGAAACGGTAGT TGGAAAGTGTGAGGTGCAATATGAAGTTTTCCGCTTACCCCGTAACGGAGAAGGATGGCCTCAGTCTTCCAATGACAACATGAAGAGCACGGTTTGTGGAAGTAATGACGAA
166 IKSRPDLEDSFTVMQETVVGKCEVQYEVFRLPRNGEGWPQSSNDNMKSTVCGSNDEI
661 CTTTTTGAAATAGTTCGCACCCACAACTACAGTAATTGCGAATATACCGCTGAGACCCGCTTCGCTCTACCTCGGTACACGGCAGCTGATTGCCCCCCTGGAGATAGCAAATGTGACGATGTATTGAATAGGGCTTCAGTTAGTCGCATCCGAGGCTGTTCAAGT
221 |LFEIVRTHNYSNCEYTAETRFALPRYTAADCPPGDSKCDDVLNRASVSRIRGCSS|
826 TCTAGGGGGTCTCTAATTCTGGACTCTGTCACTAGTTCTTCAGTGAGTGCTAACCTTCAACTCCATGCTGAAAGTAAGGCGATCGTTTCTTCAAAATTGAATGCAACTCTAATCAATTCTACAGCTCTCCCTCCCGGTGATCCATCCAATAGAATTGGCTTATTA
276 ISRGSLILDSVTSSSVSANLQLHAESKAIVSSKLNATLINSTALPPGDPSNRIGL
991 CCAAAAGACCCAATGCATATTGGAGACTTCTTCTACACATATTCACACTCTGTCAAGAACCGTTCAGGAAGTAACTGCAAGAGCAGGCGTTCTGATGAAAGACAATACAAGCCAAAAAAGAGCGACGATGATACCAACAAGCATGGCAATGGAAATCCTCAAGAT
331 IPKDPMHIGDFFYTYSHSVKNRSGSNCKSRRSDERQYKPKKSDDDTNKHGNGNPQ
1156 CCGGATGAAGATTCAGGAACCGTCAAGAAACCCTCATCTAGTTCTCAATCGAACAAAAACTCCAACAATCATGATAACATTCTCATGGAAATTAATGAGAGTGATGGCATTTACAACAGAATTAAGAAGAGTGTTTCGAAAAAGTCTTTCAGAGGTGAAAATCGT
386 IFDEDSGTVKKPSSSSQSNKNSNNHDNILMEINESDGIYNRIKKSVSKKSFRGEN
1321 GGAAGCAAAGAAAATAATAGTAGGTCTTATGGTGTTGACAATGACGAAGATGATGATGATTATAACAGCAAAAGAAAGTCTGGAAAGAACTTCAAGAACAATTACAACAGTCGAGAATTTACAGAGAATGAAGAGCGAAATCCTTTCAAAAACAATGACAACAGT
441 FSKENNSRSYGVDNDEDDDDYNSKRKSGKNFKNNYNSREFTENEERNPFKNNDNS|
1486 GGAGAATTTACAGATAACAAACAGGGAAGAAGGTTCAAAAACAATGACAACAGTAGAGAATTTACAGATAACAAACTGGGAAAAAGGTTCAAAGGCAATGACAACAGTGGAGAATTTACAGATAACAAACAGGGAAGAAGGTTCAAAAACAATGACAACAGTAGA
496 |GEFTDNKQGRRFKNNDNSREFTDNKLGKRFKGNDNSGEFTDNKQGRRFKNNDNSRI
1651 GAATTCACAGACAAGAATCAAGGAAAATGGTTCAAAAACAATGACAACAGTGGAGAATTTACAGATAACAAACAGGGAAAAGGGTTCAAAAACAACAATGACAACAGTGGAGAATTCACAGATAACAAACAGGGAAGAAGGTTCAAAAACAATGACAACAGTAGA
551 IEFTDKNQGKWFKNNDNSGEFTDNKQGKGFKNNNDNSGEFTDNKQGRRFKNNDNS
1816 GAATTTACAGATAACGAACAGAGAAATACGTTCAATGTCAACTACCACAATAGAGAATTCATAGAAAACGAACAGGATGATGTACAAAATAAGAGGAAACAGAAAAACAATGATGATGATGACGACGAGAGAAGATCGGTTAAATTTATCGCAACCGCCTGGAAT
606 IEFTDNEQRNTFNVNYHNREFIENEQDDVQNKRKQKNNDDDDDERRSVKFIATAW
1981 CTACATGAGCCTTCAATGAATGACGGTTACGCACAACCTTTGAACCCATTCACTCTTTCATTCAGAACTGATGAATGTGTGGATGCTGTGCTTGAAGAACAAGTGAAGGCTATTGCTACGGACATCATGGCTGGCTTTGTGTCATCAGAGGGCGCCTTGACTGAG
661 |LHEFSMNDGYAQFLNPFTLSFRTDECVDAVLEEQVKAIATDIMAGFVSSEGALT
2146 AAAATTGCTATCGCCATTGATATCAATCGCATGCTGTCATTCGAAGAGATCAAATCTTTATCAAACCTTTTCATGAACTCTGAAAATCTATTTGAAAGGGCTGTATTCCGTGATGTGGTGTCTTCAAGTGGTTCAAAACCGTCTCTTAAAATCATCAACGAGTGG
716 IKIAIAIDINRMLSFEEIKSLSNLFMNSENLFERAVFRDVVSSSGSKPSLKIINEW]
2311 ATTAACCGCGACATTATTTCCAACGAGGAAAGCGCACAAATTTTGAGACTTCTTCCAGAAAAGCTGATGTTCTCTGACAAAGAAACCGTTGAATTCTATTTCAAAATTGTGAAACTAGTCGCAGAAAAGGGAGACTCTTCACTGTTTTCAGCAGCAGTGATTGGA
771 |INRDIISNEESAQILRLLPEKLMFSDKETVEFYFKIVKLVAEKGDSSLFSAAVI
2476 TTCTCCAACTTCGTTCGCGTCGCTTGCTTCGACCAAACGTCCACCAGGTCACGGTTCAATCCGGAGTTCTACAACCAAGTCTGCCAGCAAAGCCAGACCGACGAATTCATCCACTGGTTAGATGAGAAGCTGAGGGACGATTTGTCGTCATTCAAGATCATCGTG
826 IFSNFVRVACFDQTSTRSRFNPEFYNQVCQQSQTDEFIHWLDEKLRDDLSSFKII
2641 ACCGCCATGGGCAACACTGGCAGTCCATCCGCAATCAGTAAGCTGACGAAGAAAGCTCAAGACTCGAGTCTCTCGTCGTACAAACGTCTGTCGTCCGTTTTTGCGCTCAGATACCAGAGTTTCCACTATCCTAAGCTGGTCGCTCCACAGCTGATGAGACTCTAC
881 FAMGNTGSPSAISKLTKKAQDSSLSSYKRLSSVFALRYQSFHYPKLVAPQLMRL
2806 GCCAATTTCTCCAATCCAGCTCCGGTCAGGATTGCTGCTTTCTCCCTTCTCGTGTACACCCAACCACCAGTGTCCGCATGGCAGAGATTTGCCGTTTCCACCTGGTTTGAGAAGAACATTGTCGTCAACAACTTTGTACAGACCACCATCCAGTCTTTCAGCAGA
936 IANFSNFAPVRIAAFSLLVYTQPFVSAWQRFAVSTWFEKNIVVNNFVQTTIquSR
2971 AATGAATATCAGGCGTATGCTGACATCTCAAAGGCCGCTTCGATTGTTCTTCCACTGATGAAACCAATTGCTAATATGATGCAAATGAAAGCATTCAACTCCATGATGGCTTCAACCATCAGAGAAATCGAAACAGCTGTTTTCCATCAGAACTCTTGGATTGGA
991 NEYQAYADISKAASTVLPLMKPITANMMEMKAFNSMMASTIRETETAVFEHQNSWIG
3136 TTGGCCGATGTCATGAGTCTCTACAACAGGCATACCACCAGCACCAATGCCTTTTCATCTTTGTTCGAGGCCGAGTTGACTTCTGCCAACCCAGATGGACTCCTAACAGCAATCAAAGATCTGCTCATGCTTTCCAACGACGTTTCACAAGTCAGGCCACCCATA
1046 LADVMSLYNRHTTSTNAFSSLFEAELTSANPDGLLTATILIIKDLLMLSNDVSQVRPPI
3301 GCCGATCTTAAAAGATCGACTCGTTGGATTCACAATCTGCTAGGACTGGTGGCTAGAAAGCCTCCTCAGCTTGAAGGAGATATCCACATCAGGATCAATAAACTGGTTGAACACGTCCATTCTTTTGATCGCAGAACTCAGATATCAATGGTCAAATGGGGAAGG
1101 ADLKRSTRWIHNLLGLVARKPPAQLESGDTIHTITRTINEKLYVYEHVHSFDRRTAQQISMYVEKTWGR
3466 AAAATGATGACAGAACTTATCCTTGGAAAGCTGCAATACGATCATCTGAAACTTGACATGTCCTCAACAATGGTGTCAACAACTACCGAATTGGGACTTCCAGTCCGTCTGCAAATGAGAGTGCCCTCTATCACGCAGTTCAATGTCAGTGCTAGGCTGCTCCAA
1156 KMMTELTILGKLQYDHLKLDMSSTMVSTTTELGLPVRLQQMRVPSITAQFNVSARTLTLAQ
3631 GAGTATGCTTTGAACTCAACTGTGGAATTCCTACATTCCTCCGGCATGAACACCGATTTGAGT TTCTTCACTCCATGGGACCGCAACACATTCACATCAGGAGTGATTGGATCCTGTTTCGTCCAAATTCCAACCGTCGCGATTCTGCACAGGCGCTTTGAAGCC
1211 EYALNSTVEFLHSSGMNTDLSFFTPWDRNTFTSGVIGSCFVQIPTVATLHRRTFEFEA
3796 CAAAGTGAGCTCCAAGTGTCGTCAAATGCTTTCGAAAAGTCGAAAATCTTCCATCACTCGACCCTGCCGTTTACAAGCTTGAGGAAGCCAGAACAAATCACCAAAGCCTATCGCAGAAACACCGAGACTCGTTTGGTTCACAGTGGCGTCAAGAAAGAGAAAACC
1266 Q SELQVSSNAFEKSKTIFHHNESTLPFTSLRKPE®QQITZ KAYRRNTETRLVHSGVKTE KEKT
3961 TTTGACCTGACACCTGAGATTAATGTCCGATACAGAACTGAGAATGAGATGATGTCGGTGGCCAGGGCCTTGAAGAGCATCCAGGTTATGGGTCATCCATTTTTGAGACACCATAGCATGAAACTAAACCAACTTGATGTCACTATTGATGAGCTACCTTCTATT
1321 FDLTPEINVRYRTENEMMSVARALKSITQVMGHPFLRHHESMKLNQLDVTITDETLTFPSI
4126 TCATTCAATGTGTCATTTGGTCATGCTTTGAAGAGAAACAACGAGGTTGAAATACATTACTCGAATGTCGGAAACGCAA_AACCGTAGCTCCTCCAGTTTCTTCAACCGCAAAACCGGTAGCACTAGAGATTTCCGAAGTTAAT
1376 SFNVSFGHALKRNNEVETILIHYSNVGENANQVPQNTSTVAPPVSSTAKPVALETLSEVN
4291 ACGACCACCGCTGGTACAATCATGGAATCAGTAACCGCTTCTCCTGATCCTTCAGAATCAGATTCTGATGACTCAGCCGCTGAAGCTAATCTTACTACAACACAAATGCCCCCCACTTCCACTACATCAAGAACTGTTATTCCAAAACCAGACAAAGGTTTCTTC
1431 TTTAGTIMESVTASPDPSESDSDDSAAEANLTTTQMPPTSTTSRTVIPKPDEKTEGTFF
4456 CGATCTGTCATAGACTTCTTCAAGGGCATATTCGGTTCTTCCAAGCAACCTGAACTTCCTACACGCAGAGTA_TATGATATTGTGCGGATCAGATTTGGAAATTCATTCCCTAACTGATTCAGTAGATGGCAACTCATTCAATGCA
1486 RSVvVIDFFKGIFGSSKQPELPTRRVYYSTGPNMILTCGSDILETLIHSLTDSVDGNS ST FNA
4621 TCATCTTTGAATATCTTCAACACCAATGAGAATCCATCAGATGTTCTGCTTGTCAAAGTGTTGGAAGGATTATCAAGTGGCAGTGCTTCTGTTGTGAACATGGAAGTTGCATTTACTAGATCTGGAGT TACTGAAAAATACTCAACTTACCTAACGATCGGCGCC
1541 SSLNIFNTNENPSDVLLVKVLEGLSSGSASVVNMEVAFTRSGVTETZKYSTYLTTIGA
4786 GGATCTATGAGGAGAATTAAGAGATTTGGAATCTTTTTCAGAGGAGATGCTTCATCAATGAAGGGAGGCCTTACATCCACTCTTGAATTGCCACTTCTACCAGCTTACGATTTGGAAGCAATCGTCCATGAAAAGAAACGCCCGAAATTCTATGTAGACTTCATC
1596 GSMRRTIKRFGIFFRGDASSMKGGLTSTLELPLLPAYDLEATVHETEKEKRPKTFYVDTFTI
4951 AATCATTATGAATCGAATAAAATGAGGCAGCTATCCATCCAGGGTGACATGGCTTACAGAGCATTCAACATGGTAAACTCAGACATGATTGACGAATGTCAGAAACCCAAGTCCATTGCCTATCATAATTGCAGGAAACGCTATGAGGAAGGAACATCCATTGAA
1651 NHYESNIKMRQLSTITQGDMAYRAFNMVYNSDMTIDET CAQKPKSTITAYHNTCRIEKT RYEESGTSTIE
5116 AAGTACTCACTGAACATGTCTGCAGATGATAAGTCGGGACTTATTCAGTGGCTTCTGCATAAGACGATCACTGCCGGAGCAGCAATTCTCACTGGAAATGAGCAGTACGAACTAGTTGATGACAGAAGTCAGCCAAACTCCAACAATCTGCAACTAGATGTGATC
1706 KyYysSLNMSADDIKSGLIQWLLHKTTITAGAATLTGNEQ QY ELVDDRSQPNSNNLA QLDVTI
5281 GTGGACAAGGAGAAAAAGACTCTCAATTCTCGGATTAAAATGGAATCAGCTGAGGTCTTACTGAAGAAAATTCCCTTCCCATACATCAATGAGCCCTCGCTTTCTATGACACTCTACACTGAAGTGGAGCAGCAATTCAACTCAGACTACTGTGGAATTTCATAC
1761 VbDKEKKTLNSRIKMESAEYVLLKZKTITPFPYTNETPSLSMTL

5446 TCTGGTATCTCAACATTCGATAGAGTGAAGGTTGATTATAATCTGACAAAATGTTGGCATCTGGTTACTAAAGACTGCAGTGGCAAAAGCAGGATAGCTGTTCTTGCTAGACGATCTCTAAACGACATGGATTTGGATTTGGAAATCAATTTGGACAACTATAAG
1816

5611 GTGATAAATATTATTGATGGATCAATCAGAATCAATGACAAAAATGTAACGATCAGTAGAAGCAATAGCGCAGCCGCTATCTCAGATGAAGCCGGTACTCAACTCATCAGAATTGAGAGAAGCTTGGACTATGGACTATTCATCAATTTGCCAGCCCATGGATTC
1871

5776 CATGTCATCTACACAAACACATCTGCAGTTATCCATGCAAGCTCCCAGATGCAGAATCGTCTATGTGGGCTGTGTGGTGATTTCAACCTGGAAGAGTCTGGCGAATTCACAACTCCGAAGGGATCAAGAGCACGTGACAGTCAACAATTCGGTGCATCATACAAG
1926 S RARDSQQFGAS YK
5941 ATCAAGGAGGGTGATTGCAA

1981 I KEGDCN =*

Figure S3. Nucleotide and deduced amino acid sequence of the N/Vg-like2 coding region. Blue, the location of primers designed
for RT-qPCR; red, the location of primers designed for dsSRNA synthesis; yellow frame, the position of lipoprotein N-terminal domain
(LPD_N) domain; blue frame, unknown function motif 1943 (DUF1943) domain; greed frame, Von Willebrand factor type D domain

(VWD); red frame, the site of the promoter or terminator.



