
Supplementary Table 1: Summary of included studies 

Reference Region Pasture Crop 

Duration of 

agricultural use 

(years) 

Sampling 

technique Sequencing target Sequencing platform 

Cuer et al. 2018 Amazon basin - eucalyptus 39 point plot 16s V4 Illumina MiSeq 

de Carvalho et al. 2016 Amazon basin Yes 

maize, soy bean,  

upland rice >20 point transect 16s V4 Illumina MiSeq 

Khan et al. 2018 Amazon basin Yes - 38 point plot 16s V4 Illumina MiSeq 

Kroeger et al. 2018 Amazon basin Yes - 38 - metagenome Illumina HiSeq 

Mendes et al. 2015 Amazon basin Yes soy bean 

5: soy bean, 

>10: pasture point plot metagenome Illumina HiSeq 

Navarrete et al. 2015 Amazon basin - - 2-4 (months) point plot 

16s V4 / 

metagenome 

454 GS FLX (V4) & Illumina 

Hiseq (metagenomes) 

Rodrigues et al. 2013 Amazon basin Yes - 22 point nested  16s V4 454 GS FLX 

Meyer et al., 2019 Congo basin - manioc, banana - point nested 16s V3-V4 Illumina Miseq 

Cai et al. 2018 Southeast Asia - 

rubber, Plykentia 

volubilis 

25: Rubber,  

4: P colubilis plot pooled 16s V4-V5 Illumina MiSeq 

Kerfahi et al. 2016 Southeast Asia - rubber - pooled plot 16s V3-V4 Illumina MiSeq 

Lan et al. 2017 Southeast Asia - rubber - pooled plot 16s V3-V4 Illumina MiSeq 

Lee-Cruz et al. 2013 Southeast Asia - oil palm 20-30 

pooled 

transect 16s V3 Illumina HiSeq 



Schneider et al. 2015 Southeast Asia - oil palm, rubber 

6-16: rubber 

plantation,  

15-40: Oil Palm - 16s V3-V5 454 GS-FLX 

Tin et al. 2018 Southeast Asia - oil palm 10 point transect 16s V4 Ilumina MiSeq 

Tripathi et al. 2012 Southeast Asia Yes 

oil palm, banana, 

lemongrass, papaya, 

sugarcane, & tapioca 
 

pooled plot 16s V1-V3 454 GS-FLX  

Tripathi et al. 2016 Southeast Asia - oil palm 20-30 

pooled 

transect 

16s V3 / 

metagenome Illumina HiSeq  

Wood et al. 2017 Southeast Asia - oil palm 25 pooled plot 16s V4  Illumina MiSeq 
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