Tables:

Supplementary Table S1: Primers used in this study

Primer denomination Sequence (5°-3") Conditions Reference
CasOF ACGCATTGATTTGAGTCAGC This study
Cas9R GACCTTTGAGCTTCCGAGAC 3555 535§15‘é9’é This study
16SF GCTCAGATTGAACGCTGG '30s.  Zucol etal., 2006
16SR TACTGCTGCCTCCCGTA Zucol et al., 2006

BLATEME ATGAGTATTCAACATTTCCG  94°C, 4m, 30x: This study
94°C. 1m: 47°C,
BLATEMR TTACCAATGCTTAATCAGTG  30s; 72°C, 1m, This study
and 72°C, 4m.
TEMF GTGCACGAGTGGGTTACATC  95°C, 35, 40x: This study
TEMR AGAAGTAAGTTGGCCGCAGT > oo 3¢ This study
Registry of
VE2 TGCCACCTGACGTCTAAGAA  94°C, 2m, 30x: Standard
94°C, 30s; 50°C, Biological Part
30s; 72°C, 6m, Registry of
VR ATTACCGCCTTTGAGTGAGC 72°C, 7m. Standard

Biological Part




Supplementary Table S2 — Clinical strains used in this study

Strain Number Strains Description Reference

Clinical strain This stud
5 E. coli 189AWT isolated from a y
bacteraemia patient

Strain #5, treated This study

H CRISPR+
6 E. coli 189A with CRISPR-Cas9

Clinical strain
7 E. cloacae 4962WT isolated from a
bacteraemia patient

This study

Strain #7, treated This study

CRISPR+
8 E. cloacae 4962 with CRISPR-Cas9

Clinical strain
isolated from a This study
paediatric
bacteraemia patient

9 K. variicola 68AIWVT

Strain #9, treated This study

.- CRISPR+
10 K. variicola 68Al with CRISPR-Cas9
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