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Figure S1: PSVs of the perturbed genes in homogeneous THP-1 cells responding to Mtb

infection.
(A) The PSVs of TMtb-i and TMtb-r genes.

(B) The relative expression of each gene after Mtb infection compared to its expression prior to Mth
infection (O h, panel A). The genes and samples in panel A and panel B are laid out in exactly the

same way, except that time point 0 h was omitted in panel B since it served as a control.
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Figure S2: Box plots of the PSVs of THP-1 cells before and 72 h after infection.

TMtb-i data is from matched 212 out of 367 gene-specific DNA fragments, its derived network-based
signature TMtb-iNet is from matched 122 out of 165 gene-specific DNA fragments and TMtb-r is
from matched 15 out of 32 gene-specific DNA fragments. Data are shown as in Figure 1.
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Figure S3: PSVs of PTB-specific signature genes in human whole blood.

(A) PSVs of each gene.

(B) Relative expressions of each gene compared to its median expression level in HC donors.

Data are shown as in Figure S1.
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Figure S4: Box plots of the PSVs of the filtered whole genome and signature genes of whole
blood.

PTBsigUp data is from matched 302 out of 306 gene-specific DNA fragments and PTBsigDn is from
matched 85 out of 87 gene-specific DNA fragments matched between HC donors and TB patients.

HC, healthy control donors; TB, tuberculosis patients. The data are shown as in Figure 1.
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Figure S5: PSVs of PTB-specific signature genes in separated cell populations of human whole

blood.
(A) PSVs of each gene.

(B) Relative expressions in different cell populations compared to the cognate median expression

level in that cell population from HC donors.

The genes and samples in panel A and panel B are laid out identically.
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FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1

FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1
FCGR1B_NR_045213.1
FCGR1CP_NR_027484.2
Consensus

Section 1

(1) AATATCTTGCATGTTACAGATTTCACTACTCCCACCAGCTTGGAG

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1

FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1
FCGR1B_NR_045213.1
FCGR1CP_NR_027484.2
Consensus

Section 2

(46)46 60 0 g0 0
(46)

(46) ACARCATGTGGTTCTTGACAACTCTGCTCCTTTGGGTTCCAGTTG
Sectlon3

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1

FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1
FCGR1B_NR_045213.1
FCGR1CP_NR_027484.2
Consensus

(91) 91

o1 __
(91)

(91) ATGGGCAAGTGG

ACACCACAARAGGCAGTGATCACTTTGCAGC



FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1
FCGR1B_NR_045213.1
FCGR1CP_NR_027484.2
Consensus

(136) 136
(133)

(136)

(136) A
(136) A

(136) A

(133)

(133)

(136) CTCCATGGGTCAGCGTGTTCCAAGAGGAAACCGTAACCTTGCACT
Section 5

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1

FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1
FCGR1B_NR_045213.1
FCGR1CP_NR_027484.2
Consensus

(181)
(178)
(181)

(1)
(178)
(178)

(1)

(1)
(181)
(181)
(181)

181 180 200 210 225
T
(178)

(178) _

(181) GTGAGGTGCTCCATCTGCCTGGGAGCAGCTCCACACAGTGGTTITIC
Section 6

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1

FCGR1B_NR_045213.1

FCGR1CP_NR_027484.2
Consensus

(226) 226 40 50
(223)
(226)
(1)
(223)
(223)
(1)
(1)
(226)
(226)
(226)
(223) AAT
(223) AAT
(226) TCAATGGCACAGCCACTCAGACCTCGACCCCCAGCTACAGAATCA

AAT
AAT
AAT
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Section 7
(271) 271 00 315

FCGR1A_NM_000566.3 (268)' ITGC. l l I T-CAG i AGA
FCGR1A_XM_005244957.3 (271) TGC CA-AT T cAGETEEEAGA

FCGR1A_XM_005244958.4 (22) TCT-TGCATGTTACAGATTTCACTBCTCCCACCAGCTTGGAGACA

FCGR1B_XM_017000661.1 (271) CCTETGCEAGTEGTCA-ATEGACAGTGGT CAG AGA

CA-ATEHCAST GE T CAG T AGA

CA-ATGRCAGTGGET CAG AGA

CA-ATEGHCAST GE T CAG AGA

FCGR1CP_NR_027484.2 (268) CCTETGCCAGTGICA-ATGACAGTGET CAG AGA]
p)316 330 340 350 360
RIA 0T 00520557 (315 - 881G 6\ RGRGA- 8- A AGH - SAGGAANRA
FCGR1A_XM_005244957.3 (315) --- -

FCGR1B_NM_001244910.1 (268) CTITGC.GT.CA-AT.CAIT T.CAGIT.AGAI:
FCGR1B_NM_001017986.3 (268) CCTETGCCAGTGICA-ATGACAGTGET CAGET AGA
FCGR1B_NM_001004340.3 (5) TCT-TGCATGTTACAGATTTCACTACTCCCACCAGCTTGGAGACA
FCGR1B_XM_017000662.1  (5) TCT-TGCATGTTRCAGATTTCACTACTCCCACCAGCTTGGAGACA
FCGR1B_XR_001737041.1 (271) CCTETGCCAGT
FCGR1B_XR_001737040.1 (271) CCTETGCCAGT
FCGR1B_NR_045213.1 (268) CCTCTGCCAGT
Consensus (271) CCTCTGCCAGTGTCA ATGACAGTGGTGAATACAGGTGCCAGAGA
Section 8
(316) 316 360
FCGR1A_XM_005244958.4 (66) ACATGIGGTTCTTGACAACTCTGCTCCTITGGE
FCGR1B_NM_001244910.1 (312) ---IGT.TC.GICIA-CICCIT.G- -
FCGR1B_NM_001017986.3 (312) ---GG T TCAGGECEA cBccllT G -
FCGR1B_NM_001004340.3 (49) ACATGIGGT TCTTGACAACTCTGOTCCTITGGG

FCGR1B_XM_017000662.1  (49) ACATGTGGTTCTTGACAACTCTGCTCCTTTGGGT cclcTlcATc

FCGR1B_XM_017000661.1 (315) ---GG T TCAGG cC -——
FCGR1B_XR_001737041.1 (315) ---GGTCTCTCAGH c A c cc T
FCGR1B_XR_001737040.1 (315) ---GGT TCAGGECGA CECCAT
FCGR1B_NR_045213.1 (312) ---GGTETCTCAGGHCGA c cclr
FCGR1CP_NR_027484.2 (312) ---GGT TCRAGGECEA CCAT

Consensus (316) GGTCTCTCAGGGCG AAGTGACCCCATACAGCTGGAAATC

Section 9

(361) 361 380 390 405

FCGR1A_NM_000566.3 (351)iCTGGC ACTACTGCAGGTCTCCAGCAGAGTCTTCA

FCGR1A_XM_005244957.3 (354) - GCTGGCWACTACTGCAGGTCTCCAGCAGAGTCTTCA

FCGR1A_XM_005244958.4  (99) - - -GCTGGC@ACTACT GCAGGTCTCCAGCAGAGTCTTCA

FCGR1B_NM_001244910.1 (351) - GCTGGCWACTACTGCAGGTCTCCAGCAGAGTCTTCA

FCGR1B_NM_001017986.3 (351) - GCTGGC@ACTACTGCAGGTCTCCAGCAGAGTCTTCA

FCGR1B_NM_001004340.3 (82) --------- ACTACTGCAGGTCTCCAGCAGAGTCTTCA
FCGR1B_XM_017000662.1 (94) GGERAGT GEGCTGGCRBACTACTGCAGGTCTCCAGCAGAGTCTTICA
FCGR1B_XM_017000661.1 (354) - - GCTGGCEMACTACTGCAGGTCTICCAGCAGAGTCTTCA
FCGR1B_XR_001737041.1 (354) - - GCTGGCEMACTACTGCAGGTCTCCAGCAGAGTCTTCA
FCGR1B_XR_001737040.1 (354) - - GCTGGCEMACTACTGCAGGTCTICCAGCAGAGTCTTCA
FCGR1B_NR_045213.1 (351) - - GCTGGCEACTACTGCAGGTCTCCAGCAGAGTCTTCA
FCGR1CP_NR_027484.2 (351) -~ GCTGGCCACTACTGCAGGTCTICCAGCAGAGTCTTCA
Consensus (361) CACAGAGGCTGGCTACTACTGCAGGTCTCCAGCAGAGTCTTCA



FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1

FCGR1B_NR_045213.1

FCGR1CP_NR_027484.2

Section 10
(406) 406 420 430 440 450
(394) CGGAAGGAGAACCTCTGGCCTTGAGGTGTCATGCGTGGAAGGATA
(397) CGGAARGGAGAACCTCTGGCCTTGAGGTGTCATGCGTGGAAGGATA
(135) CGGAAGGAGARACCTCTGGCCTTGAGGTGTCATGCGT GGAAGGATA
(394) BGGAAGGAGAACCTCTGGCCTTGAGGTGTCATGCGTGGAAGGATA
(394) BGGAAGGAGAACCTCTGGCCTTGAGGTGTCATGCGT GGAAGGATA
(118) BGGAAGGAGAACCTCTGGCCTTGAGGTGTCATGCGTGGAAGGATA
(139) BEGGAAGGAGAACCTCTGGCCTTGAGGTGICATGCGT GGAAGGATA
(397) BGGAAGGAGAACCTCTGGCCTTGAGGTGTCATGCGTGGAAGGATA
(397) BGGAAGGAGAACCTCTGGCCTTGAGGTGICATGCGT GGAAGGATA
(397) BGGAAGGAGAACCTCTGGCCTTGAGGTGTCATGCGTGGAAGGATA
(394) BEGGAAGGAGAACCTCTGGCCTTGAGGTGICATGCGT GGAAGGATA
(394) CGGAAGGAGAACCTCTGGCCTTGAGGTGTCATGCGTGGAAGGATA

Consensus (406) TGGAAGGAGAACCTCTGGCCTTGAGGTGTCATGCGTGGAAGGATA
Section 11
(451) 451 460 470 480 495

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1

FCGR1B_NR_045213.1

FCGR1CP_NR_027484.2

(439) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCAAAGCCTTTA
(442) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCAAAGCCTTTIA
(180) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCARAGCCTTITA
(439) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCAAAGCCTTTIA
(439) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCAAAGCCTTTA
(163) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCAAAGCCTITA
(184) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCAAAGCCTTTA
(442) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCAAAGCCTITA
(442) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCAAAGCCTTTA
(442) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCARAAGCCTITA
(439) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCAAAGCCTTTA
(439) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCARAAGCCTITA

Consensus (451) AGCTGGTGTACAATGTGCTTTACTATCGAAATGGCARAGCCTTTA
Section 12
(496) 496 510 520 530 540

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040,1

FCGR1B_NR_045213.1

FCGR1CP_NR_027484.2
Consensus

(484) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAAACCAACA
(487) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAARACCAACA
(225) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAAACCAACA
(484) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAAACCAACA
(484) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAAACCAACA
(208) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAARACCAACA
(229) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAAACCAACA
(487) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAARACCAACA
(487) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAAACCAACA
(487) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAARACCAACA
(484) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAAACCAACA
(484) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGAAAACCAACA
(496) AGTTTTTCCACTGGAATTCTAACCTCACCATTCTGARRACCAACA
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FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1

FCGR1B_NR_045213.1

FCGR1CP_NR_027484.2

Section 13
(541) 541 550 560 570 585
(529) TAAGTCACARTGGCACCTACCATTGCTCAGGCARGGGARAGCATC
(532) TAAGTCACAATGGCACCTACCATTIGCTCAGGCARGGGAAAGCATC
(270) TAAGTCACAATGGCACCTACCATTGCTCAGGCARMGGGARAGCATC
(529) TAAGTCACAATGGCACCTACCATTIGCTCAGGCARGGGAAAGCATC
(529) TAAGTCACAATGGCACCTACCATTGCTCAGGCARGGGARAGCATC
(253) TAAGTCACAATGGCACCTACCATTIGCTCAGGCARGGGAAAGCATC
(274) TARRGTCACAATGGCACCTACCATTGCTCAGGCABGGGAARAGCATC
(532) TAAGTCACAATGGCACCTACCATTIGCTCAGGCABGGGAAAGCATC
(532) TARRGTCACAARTGGCACCTACCATTIGCTCAGGCABGGGARAGCATC
(532) TRAGTCACAARTGGCACCTACCATTIGCTCAGGCAEGGGAARAGCATC
(529) TARGTCACAARTGGCACCTACCATTIGCTCAGGCABGGGARAGCATC
(529) TAAGTCACARTGGCACCTACCATTGCTCAGGCAAGGGARAGCATC

Consensus (541) TAAGTCACAATGGCACCTACCATT GCTCAGGCATGGGARAGCATC
Section 14
(586) 586 600 510 620 630

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1

FCGR1B_NR_045213.1

FCGR1CP_NR_027484.2
Consensus

(574) BCTACACATCAGCAGGAATATCTGT---CACTGTGRAAG
(577) BCTACACATCAGCAGGAATATCTIGT---CACTGTGARAAG
(315) GCTACACATCAGCAGGAATATCTGT---CACTGTGARAG
(574) BCTACACATCAGCAGGAATATC CACTGTGAAAG
(574) GCTACACATCAGCAGGAATATC CACTGTGAAAG------
(298) BCTACACATCAGCAGGAATATC CACTGTGAAAG------
(319) BCTACACATCAGCAGGAATATC CACTGTGAAAG------
(577) BCTACACATCAGCAGGAATATC CACTGTGAARAG-——---
(577) BCTACACATCAGCAGGAATATC CACTGTGAAAG
(577) BCTACACATCAGCAGGAATATC CACTGTGAAAG
(574) GCTACACATCAGCAGGAATATC CACTGTGAAAG
(574) ACTACACATCAGCAGGAATATC CACTGTGAAAG
(586) GCTACACATCAGCAGGAATATCACAATACACTGTGARAGAGCTAT
Section 15

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1
FCGR1B_NR_045213.1
FCGR1CP_NR_027484.2
Consensus

(631) 631 40 650 60 675
(616)
(619)
(357)
(619)
(613)
(337)
(358)
(616)
(622)
(622)
(619)
(619)
(631) TTCCAGCTCCAGTGCTGAATGCATCTGTGACATCCCCACTCCTGE

10



Section 16

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1

FCGR1B_NR_045213.1

FCGR1CP_NR_027484.2
Consensus

(676)676 60 700 710 720
(661)
(664)
(402)
(664)
(613)
(337)
(358)
(616)
(667)
(667)
(664)
(664) -
(676) AGGGGAATCTGGTCACCCTGAGCTGTGAAACAAAGT TGCTCT TGC
Section 17

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1

FCGR1B_NR_045213.1

FCGR1CP_NR_027484.2
Consensus

(721) 721 750
(706)
(709)
(447)
(709)
(613)
(337)
(358)
(616)
(712)
(712)
(709)
(708)
(721) AGAGGCCTGGTTTG AGCTTTACTITCTCCITCTACATGGGCAGCA

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1

FCGR1B_NR_045213.1

FCGR1CP_NR_027484.2
Consensus

Section 18
(766) 766 780 790 0 810
(751)
(759)
(492)
(759)
(613)
(337)
(358)
(616)
(757)
(757)
(759)
(753)
(766) AGACCCTGCGAGGCAGGAACACATCCTCTGAATACCAAATACTAA

11
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Section 19
(811) 811 820 830 840 855

FCGR1A_NM_000566.3 (796)
FCGR1A_XM_005244957.3 (799)
FCGR1A_XM_005244958.4 (537)
FCGR1B_NM_001244910.1 (799)
FCGR1B_NM_001017986.3 (613) === == == ==-- == ccc oo mo o mm oo mo
FCGR1B_NM_001004340.3 (337) === ==== - === === e e e e mm e m———m—— -
FCGR1B_XM_017000662.1 (358) === == === === === === - - omm—
FCGR1B_XM_017000661.1 (616) - - ———-—--—--—-————-———-———————————————~——————-~——————
FCGR1B_XR_001737041.1 (802)
FCGR1B_XR_001737040.1 (802)

FCGR1B_NR_045213.1 (799)

FCGR1CP_NR_027484.2 (798)
Consensus (811) CTGCTAGAAGAGAAGACTCTGGGT TATACTGGTGCGAGGCTGCCA
Section 20

(856) 856 900

FCGR1A_NM_000566.3 (841)
FCGR1A_XM_005244957.3 (844)
FCGR1A_XM_005244958.4 (582)
FCGR1B_NM_001244910.1 (844)
FCGR1B_NM_001017986.3 (613)
FCGR1B_NM_001004340.3 (337)
FCGR1B_XM_017000662.1 (358)
FCGR1B_XM_017000661.1 (616)
FCGR1B_XR_001737041.1 (847)
FCGR1B_XR_001737040.1 (847)
FCGR1B_NR_045213.1 (844)
FCGR1CP_NR_027484.2 (843)
Consensus (856) CAGAGGATGGAAATGTCCTTAAGC CAGCCCTGAGTTGGAGCTTC

Section 21

(901) 930 945

FCGR1A_NM_000566.3 (886) AAGTGCET I G-~~~ = === === == === - e e e e e e e e e — o
FCGR1A_XM_005244957.3 (889) AAGTGE T G- - - == - - —— - — - m o oo oo oo oo
FCGR1A_XM_005244958.4 (627) AAGTGCT TG - - === === == — mmmm m e e e m e e o
FCGR1B_NM_001244910.1 (889) GTGAGAATGACGGGAAGCCACTGGCACAGAAGAAGG
FCGR1B_NM_001017986.3 (613) — = - —=——— == - = === === == == — oo e ——————
FCGR1B_NM_001004340.3 (337) - —--——— - - - - - - o oo oo oo
FCGR1B_XM_017000662.1 (358) ==~ == - === == === ===~ & —m o e — =
FCGR1B_XM_017000661,1 (616) - —-———— - === === - - - oo o oo oo oo
FCGR1B_XR_001737041.1 (892) GTGAGAATGACGGGAAGCCACTGGCACAGAARGAAGG
FCGR1B_XR_001737040.1 (892) AAGTIGC I TG - - ——— - - — - - - c - oo oo oo mm oo oo
FCGR1B_NR_045213.1 (889) AAGTGC T TG - - ———— - - ————— ==~ ==~ —— o —m o —— =
FCGR1CP_NR_027484.2 (888) AAGIGC I TG -~~~ -~ == === =--- == mm e mm oo

Consensus (901) AAGTGCTTG

12



Section 22

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1

FCGR1B_NR_045213.1

(946) 946 960 970 @80 990
(895) ——-——-—-----————mm—mmm— - CCA————
(898) ~——--——-=—-—-————————————— - COA----
(636) ————-——----———-———--—— - COA----
(934) GAC-==—=-—=——=——————— - - TCCCTTATCTCCCATGGG
(613) ————-—-----——mmmm e ——— oo cc TECCA----
(337) == === —mmmmmmmmm cc TACCA----
CoA----
(616) — == -===--=-——----——mm——- - CCA----
(937) GACTCCCTTATCTCCCATGGGACT GAGELC CoA----
(901) ——=—=—=—=====—mmmmmmm———— COR----
(898) ————--—----—-———---—-——— - CoA----

FCGRICP_NR_027484.2 (897) —--—--=-—=---——=-===-————————— TACCA----
Consensus (946) GCCTCCAGTTACCA
Section 23
(991) 891 1000 1010 1020 1035

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1
FCGR1B_XR_001737041.1
FCGR1B_XR_001737040.1

(909) ACT| TTCA TTTT ca-Gficca
(912) ACT GT TG TTCA G TTTT c G CA-GEGGG
(650) ACT TTCA TTTT GEBCA-GEGGG

(955) ACTGAGGTT TG——TTCAAGGGT TT TTGGCCCAGACAAGAGGGGAA
(627) ACT GTETGEHRT TCA TTTT CA-GHlGGG
(351) ~CT GTETGEMRT TCA TTTT CA-GHlGGG
(372) ACT GTETGERT TCA TTTT CA -GG GG
(630) ACT GTETGEHRT TCA TTTT CA-GHlGGG
(978) ACT GTETGERT T CA TTTT CA -GG GG
(915) ~ACT GTETGEHT TCA TTTT CA-GHlGGG

Q00000

FCGR1B_NR_045213.1 (912) ACT GTETGGITTCA TTTT CA-GTGGG
FCGR1CP_NR_027484.2 (911) 2CT GTETGGITICA TTTT CA-GILGGG
Consensus (991) ACTCCTGTCTGGTTTCATGTCCTTTTCTATCTGGCA GTGGGART
Section 24
(1036) 1036 1070 1080

FCGR1A_NM_000566.3
FCGR1A_XM_005244957.3
FCGR1A_XM_005244958.4
FCGR1B_NM_001244910.1
FCGR1B_NM_001017986.3
FCGR1B_NM_001004340.3
FCGR1B_XM_017000662.1
FCGR1B_XM_017000661.1

FCGR1B_XR_001737041.1 (1022) ~

FCGR1B_XR_001737040.1
FCGR1B_NR_045213.1
FCGR1CP_NR_027484.2

1050
(953) AAT GG——T i
(956) AAT T TT AG GG--T AT c by
(694) RPATGTITTIAG GG--T ATACGT

(998) AGTCTCTTCAGGAAAAGCCCACAAGCAGGCCTTTCCATCCTTGAT

(671) ARATGTETTEAGTGAACAC GG--TESRCEATECET
(395) APATGTTTITAGTGAACAC GG--TEHCRATEC
(416) AATGTETTEAGTGAACAC GG--TERCEATECET
(674) APATGTTTITAGTGAACAC GG--TERCEBATECET
TETET TlRAGEGEA A S8 C GG--TERCEATECET
(959) ARTGTET TTAGEGAACAC GG--TERCRATECET
(956) ARTGTET TRAGEGAACAC GG--TERCEATECET
(955) ARTGTET TEAGEGAACAC GG--TERCRBATRCET

Consensus (1036) ARTGTTTTTAGTGAACACTGTTCTCTGGG TGACAATACGTAAA

13
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Section 25

(1081) 1081 1090 1100 1110 1125

FCGR1A_NM_000566.3 (996) ARARGA G=--GA AAATETC-TTT
FCGR1A_XM_005244957.3 (999) ARRRAGA G--GA T AAAT@TC-TTT
FCGR1A_XM_005244958.4 (737) ARARGA T G=-=-GA AAAT@TC=-TTT
FCGR1B_NM_001244910.1 (1043) TCACA ACATCACTCTTCTCCTCGCA ACTGTTAAATTTCCTTTC
FCGR1B_NM_001017986.3 (714) ARARGA TEG--AATT AAATETC-TTT
FCGR1B_NM_001004340.3 (438) ARRAGA TG - - 8A] AAAT@TC-TTT
FCGR1B_XM_017000662.1 (459) ARAREA TGG--AA AAAT@TC=-TTT
FCGR1B_XM_017000661.1 (717) ARARG A TEG-- &~ AAAT@TC-TTT
FCGR1B_XR_001737041.1 (1065) ARAREA TGEG--AA AAAT@TC=-TTT
FCGR1B_XR_001737040.1 (1002) ARARG A TEG- -8~ AAAT@TC-TTT
FCGR1B_NR_045213.1 (999) ARARGA TEG- - AA AAAT@TC-TTT
FCGR1CP_NR_027484.2 (998) ARAAGA T@EG- - AA AAAT@TC-TTT

Consensus (1081) GAACTGAAAAGAAAGAARAAGTGG AATTTAGAAATCTC TTTG
Section 26

(1126) 1126 1150 1160 1170

FCGR1A_NM 0005663(1038) TTCT TTTCCHEBCCT
FCGR1A_XM_005244957.3 (1041) GATTCT TTTCCEGCCT
TTTCCERCCT

FCGR1A_XM_005244958.4 (779) GATTCT
FCGR1B_NM_001244910.1 (1087) CTTTCTTTTTC TTTTCCTTTGCC TTTCCTTCCTC TATTTCTTT
FCGR1B_NM_001017986.3 (756) GATTCT TTTCC
FCGR1B_NM_001004340.3 (480) GATTCT TTTCC
FCGR1B_XM_017000662.1 (501) GATTCT TTTCC
FCGR1B_XM_017000661.1 (759) GATTCT TTTCC
FCGR1B_XR_001737041.1 (1107) GATTCT TTTCC
FCGR1B_XR_001737040.1 (1044) GAT TCT TTTCC
FCGR1B_NR_045213.1 (1041) GAT T T TTTCC
FCGR1CP_NR_027484.2 (1040) GAT TCT TTTCC
Consensus (1126) GATTCTGGTCATGAGAAGAAGGTAATTTCCAGCCTTCAAGAAGAC
Section 27

I ]

SHHEEEEHE a8

RN

(1171) 1171 1180 1190 1200 1215

FCGR1A_NM_000566.3 (1083) T CTEAAAMTGETC
FCGR1A_XM_005244957.3 (1086) T CTEGAARTGETC
FCGR1A_XM_005244958.4 (824) o CTESMAMTETC

FCGR1B_NM_001244910.1 (1131) CCTTCCTICCATTTCTTTCCT TCATTTTCTCCTCTGTCCTTCTTTT

T.

FCGR1B_NM_001017986.3 (801)
FCGR1B_NM_001004340.3 (525)
FCGR1B_XM_017000662.1 (546)
FCGR1B_XM_017000661.1 (804)
FCGR1B_XR_001737041.1 (1152)
FCGR1B_XR_001737040.1 (1089)
FCGR1B_NR_045213.1 (1086)
FCGR1CP_NR_027484.2 (1085)
Consensus (1171) AGACATT TAGAAGAAGAGCTGAARTGTCAGGAACAARAAGARGAA

HH 343343
NN

14



Section 28

(1216) 1216 1260

FCGR1A_NM_000566.3 (1128) C C C
FCGR1A_XM_005244957.3 (1131) C C CC C C
FCGR1A_XM_005244958.4 (869) C C

CA

FCGR1B_NM_001244910.1 (1176) CTTCTCC TTCATTT TATTTTCCC‘C TCCC TCCCACTC TTCC
FCGR1B_NM_001017986.3 (846) ©
FCGR1B_NM_001004340.3 (570) ©
FCGR1B_XM_017000662.1 (591) ©
FCGR1B_XM_017000661.1 (849) ©
FCGR1B_XR_001737041.1 (1197) ©
FCGR1B_XR_001737040.1 (1134) ©
FCGR1B_NR_045213.1 (1131) ©
FCGR1CP_NR_027484.2 (1130) C C C

Consensus (1216) CAGCTGCAGGAAGGGGTGCACCGGAAGGAGCCCCAGGGGGCCACG

Section 29

HH3H344d
0000 aan
OOOOOOOOOOOO

=]

(1261) 1261 1270 1280 1290

FCGR1A_NM 0005663(1173) --CEBECTCHEBTGEETEECCATCEGATCT CCCT
FCGR1A_XM_005244957.3 (1176) CA --CBGCTC TG T C TC TCT CCCT
FCGR1A_XM_005244958.4 (914) --CEECTC ICT CCCT

FCGR1B_NM_001244910.1 (1221) C TCCATGACCCCTCC TTCTCTC TCTCTC TCTCTCCC TGCTTCCC
FCGR1B_NM_001017986.3 (891) - - i 0 TCT CCCT
FCGR1B_NM_001004340.3 (615) CA --C I i LCT CCCT
FCGR1B_XM_017000662.1 (636) CAB--C TCT CCCT
FCGR1B_XM_017000661.1 (894) --C TCT CCCT
FCGR1B_XR_001737041.1 (1242) --€ TCT CCCT
FCGR1B_XR_001737040.1 (1179) --C TCT CCCT
FCGR1B_NR_045213.1 (1176) --€ TCT CCCT
FCGR1CP_NR_027484.2 (1175) --C T G| TCT CCCT

HH g3 34

Consensus (1261) TAGCAG CGGCTCAGTTGGTGGCCATCGATCTGGACCGTCCCCT

Section 30

(1306) 1306 1350

FCGR1A_NM_000566.3 (1216) & AR-AAGT
FCGR1A_XM_005244957.3 (1219) & AR-AAGT
FCGR1A_XM_005244958.4 (957) -RAGT
FCGR1B_NM_001244910.1 (1266) GCCTCCCTCCTCCTCACCAACARTCTCACCARCRAATTTATCAAGT
FCGR1B_NM_001017986.3 (934) GCCCAC CTCCHIC i CAA BR-RAGT
FCGR1B_NM_001004340.3 (658) GCCCAC CTCCHC it CAA EB-RAGT
FCGR1B_XM_017000662.1 (679) GCCCAC CTCCHIC i CAA BR-BAGT
FCGR1B_XM_017000661.1 (937) GCCECAC CTCCHC s CAA EB-RAGT
FCGR1B_XR_001737041.1 (1285) GCCCAC CTCCHIC i CAA BR-RAGT
FCGR1B_XR_001737040.1 (1222) GCCCAC CTCCHC i CAA EBR-RAGT
FCGR1B_NR_045213.1 (1219) cCCCAC CTCC@C i CAA AB-AAGT
FCGR1CP_NR_027484.2 (1218) GTCEAC CTCCHIC 0 CAA| BR-BAGT

Consensus (1306) GCCCACTTGCTCCCCGTGAGCACTGCGTACAARCATCCAA AAGT
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Section 31
(1351) 1351 1370 1380

1360 1395
FCGR1A_NM_000566.3 (1260) TC C TEMGTCT TATG TT
FCGR1A_XM_005244957.3 (1263) TCI .C.TIGTCT.GITATGE.TT
FCGR1A_XM_005244958.4 (1001) 1T GTCT TATG

FCGR1B_NM_001244910.1 (1311) TCTTCCTATCTGTT GTCATACGTCTGGGGRTAT AAGACATTTG
FCGR1B_NM_001017986.3 (978) 7 C GTCT TAT
FCGR1B_NM_001004340.3 (702) 7' GTCT TAT
FCGR1B_XM_017000662.1 (723) ¢ GTCT TAT
FCGR1B_XM_017000661.1 (981) 7C GTCT TAT
FCGR1B_XR_001737041.,1 (1329) 7C GTCT TAT
FCGR1B_XR_001737040.1 (1266) 7 GTCT TAT
FCGR1B_NR_045213.1 (1263) ©C GTCT TAT

FCGR1CP_NR_027484.2 (1262) TCAAC c TEDGTCT TAT G

1 ()
=]

0 Q Q0
Q000
H 35334

Consensus (1351) TCAACAACACCAGAACTGTGTGTCTCATGGTATATAACTCTTAAA
Section 32
(1396) 1396 141D 1430 1440

FCGR1A_NM_000566.3 (1305) G - 0 TCA

FCGR1A_XM_005244957.3 (1308) & ----i i TCARCTGGEA--------—---
FCGR1A_XM_005244958.4 (1046) © babaded 0 TCARBMGCEN------------
FCGR1B_NM_001244910.1 (1356) GTA TAGTTCTTGCT TCAAGGAGCTCACAAGGT GGRATTEAECAGAC
FCGR1B_NM_001017986.3 (1023) GEAAA----T GA
FCGR1B_NM_001004340.3 (747) GCEAAA----T
FCGR1B_XM_017000662.1 (768) GEAAA----T
FCGR1B_XM_017000661.1 (1026) CCAAA----T
FCGR1B_XR_001737041.1 (1374) GEAAA----T

A

A

A

FCGR1B_XR_001737040.1 (1311) © A----T
FCGR1B_NR_045213.1 (1308) & A----T
FCGR1CP_NR_027484.2 (1307) © A----T
Consensus (1396) GCAAA TAAATGAACTGACTTCAACTGGGATACATTTGGAAA

Section 33

EEEEEEEEEE]
R

(1441) 1441 1450 1460 1470 1485

FCGR1A_NM_000566.3 (1346) TGTGGTCATCAAAGATGACTTGAAATGAGGCCTACTCTARAGAAT
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)

FCGRlB NM_001017986.3 (1064)
FCGR1B_NM_001004340.3 (788)
FCGR1B_XM_017000662.1 (809)
FCGR1B_XM_017000661.1 (1067)
FCGR1B_XR_001737041.1 (1415)
FCGR1B_XR_001737040.1 (1352)
FCGR1B_NR_045213.1 (1349)
FCGRICP_NR_027484.2 (1348) AAA A A - === == === == m e m e m e m e m - ———— - - —— - — -
Consensus (1441) TGTGGTCATCAAAGATGACT TGARATGAGGCCTACTCTAARAGAAT
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Section 34

(1486) 1486
FCGR1A_NM_000566.3 (1391) TCT - -
FCGR1A_XM_005244957.3 (1337) — = - - === == == === === = —— m o e
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1442)
FCGR1B_NM_001017986.3 (1109)
FCGR1B_NM_001004340.3 (833)
FCGR1B_XM_017000662.1 (854)
FCGR1B_XM_017000661.1 (1112)
FCGR1B_XR_001737041.1 (1460)
FCGR1B_XR_001737040.1 (1397)
FCGR1B_NR_045213.1 (1394)
FCGR1CP_NR_027484.2 (1353)
Consensus (1486) TCT TGAAAARACTTACAAGTCAAGCCTAGCCTGATAATCCTAT
Section 35

(1531) 1531 1540 1550 1560 1975

FCGR1A_NM_000566.3 (1433)
FCGR1A_XM_005244957.3 (1337) ————— == - - - —————-———————————————~—“~——~—~—~———~—~————~--
FCGR1A_XM_005244958.4 (1075) — == == === === ———=-————————“——“—————~—~——~—————~—-~—-~—~—~—---
FCGR1B_NM_001244910.1 (1487) TCCTTGEGGGEG!
FCGR1B_NM_001017986.3 (1151)
FCGR1B_NM_001004340.3 (875)
FCGR1B_XM_017000662.1 (896)
FCGR1B_XM_017000661.1 (1154)
FCGR1B_XR_001737041.1 (1502)
FCGR1B_XR_001737040.1 (1439)
FCGR1B_NR_045213.1 (1436)
FCGRICP_NR_027484.2 (1353) === == === === === === mm e e e e e e e e — e ———— - -~
Consensus (1531) TACATAGTTTGAAAAATAGTATTTTATTTCTCAGAACARGGTAAA
Section 36

(1576) 1576 1590 1600 1610 1620
FCGR1A_NM_000566.3 (1478) -

FCGR1A_XM_005244957.3 (1337) — === === == == === === —==—— ===~~~
FCGR1A_XM_005244958.4 (1075) === == == == == === = = = == = —— = = ==~ =~ —o

FCGR1B_NM_001244910.1 (1532) BGTABTHAA TEEC ABHCHCA T rERGET T BT CicTE- - - - -
FCGR1B_NM_001017986.3 (1196)
FCGR1B_NM_001004340.3 (920)
FCGR1B_XM_017000662.1 (941)
FCGR1B_XM_017000661.1 (1199)
FCGR1B_XR_001737041.1 (1547)
FCGR1B_XR_001737040.1 (1484)
FCGR1B_NR_045213.1 (1481)
FOGR1CP_NR_027484.2 (1353) === == === === === === === === o oo —— oo
Consensus (1576) AAGGTGAGTGGGTGCATATGTA CAGARGATTAAGACAGAGARAAC

17



Supplementary Material

Section 37
(1621) 1621 1630 1640 1650 1665

FCGR1A_NM_000566.3 (1522) AGACAGARAGAGACACACACACAGCCAGGAGTGEETAGATTTCAS
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1572)
FCGR1B_NM_001017986.3 (1240)
FCGR1B_NM_001004340.3 (964)
FCGR1B_XM_017000662.1 (985)
FCGR1B_XM_017000661.1 (1243)
FCGR1B_XR_001737041.1 (1591)
FCGR1B_XR_001737040.1 (1528)

FCGR1B_NR_045213.1 (1525)

FCGR1CP_NR_027484.2 (1353)
Consensus (1621) AGACAGAAAGAGACACACACACAGCCAGGAGTGGGTAGATTTCAG

Section 38

(1666) 1666 1690 1700 1710
FCGR1A_NM_000566.3 (1567)

FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1285)
FCGR1B_NM_001004340.3 (1009)
FCGR1B_XM_017000662.1 (1030)
FCGR1B_XM_017000661.1 (1288)
FCGR1B_XR_001737041.1 (1636)
FCGR1B_XR_001737040.1 (1573)
FCGR1B_NR_045213.1 (1570)
FCGR1CP_NR_027484.2 (1353)
Consensus (1666) GGAGACRAGAGGGAATAGTATAGACAATAAGGAAGGAAATAGTAC

Section 39
(1711) 1711 1720 1730 1740 1755
FCGR1A_NM_000566.3 (1612) TTACAAATGACTCCTAAGGGACTGTGAGAC TGAGAGGGCTCACGE
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1330)
FCGR1B_NM_001004340.3 (1054)
FCGR1B_XM_017000662.1 (1075)
FCGR1B_XM_017000661.1 (1333)
FCGR1B_XR_001737041.1 (1681)
FCGR1B_XR_001737040.1 (1618)
FCGR1B_NR_045213.1 (1615)
FCGR1CP_NR_027484.2 (1353)
Consensus (1711) TTACAAATGACTCCTAAGGGACTGTGAGACTGAGAGGGCTCACGC

18



Section 40
(1756) 1756 1770 1780 1790 1800

- - - 1l = - -~

FCGR1A_NM_000566.3 (1657) CTCTGTGTTCAGGATACTTAGTTCATGGCTTTTCTCTITGACTTT
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1375)
FCGR1B_NM_001004340.3 (1099)
FCGR1B_XM_017000662.1 (1120)
FCGR1B_XM_017000661.1 (1378)
FCGR1B_XR_001737041.1 (1726)
FCGR1B_XR_001737040.1 (1663)

FCGR1B_NR_045213.1 (1660)

FCGR1CP_NR_027484.2 (1353)
Consensus (1756) CTCTGTGTTCAGGATACTTAGTTCATGGCTTTTCTCTTTGACTTT
Section 41

(1801) 1801 1810 1820 1830 1845

FCGR1A_NM_000566.3 (1702)
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1420)
FCGR1B_NM_001004340.3 (1144)
FCGR1B_XM_017000662.1 (1165)
FCGR1B_XM_017000661.1 (1423)
FCGR1B_XR_001737041.1 (1771)
FCGR1B_XR_001737040.1 (1708)
FCGR1B_NR_045213.1 (1705)
FCGR1CP_NR_027484.2 (1353)
Consensus (1801) ACTAAAAGAGAATGTCTCCATACGCGTTCTAGGCATACAAGGGGEG

Section 42

(1846) 1846 1860 1870 1880 1890

FCGR1A_NM_000566.3 (1747)
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1465)
FCGR1B_NM_001004340.3 (1189)
FCGR1B_XM_017000662.1 (1210)
FCGR1B_XM_017000661.1 (1468)
FCGR1B_XR_001737041.1 (1816)
FCGR1B_XR_001737040.1 (1753)
FCGR1B_NR_045213.1 (1750)
FCGR1CP_NR_027484.2 (1353)
Consensus (1846) TAACTCATGATGAGARATGGATGTGTTATTCTTGCCCTCTCTTTT
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Section 43
(1891) 1891 1900 1910 1920 1935

FCGR1A_NM_000566.3 (1792) GAGGCTC TCTCATAACCCCTCTATTTCTAGAGACAACAAARARATGE
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1510)
FCGR1B_NM_001004340.3 (1234)
FCGR1B_XM_017000662.1 (1255)
FCGR1B_XM_017000661.1 (1513)
FCGR1B_XR_001737041.1 (1861)
FCGR1B_XR_001737040.1 (1798)
FCGR1B_NR_045213.1 (1795)
FCGR1CP_NR_027484.2 (1353)
Consensus (1891) GAGGCTCTCTCATAACCCCTCTATTTCTAGAGACAACAAAAATGT

Section 44
(1936) 1936 1950 1960 1970 1980

FCGRIA_NM_000566.3 (1837) BECCAGTCOTAGECECETECCCTETAGCAAGGCACAATETARCTE
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1555)
FCGR1B_NM_001004340.3 (1279)
FCGR1B_XM_017000662.1 (1300)
FCGR1B_XM_017000661.1 (1558)
FCGR1B_XR_001737041.1 (1906)
FCGR1B_XR_001737040.1 (1843)
FCGR1B_NR_045213.1 (1840)
FCGR1CP_NR_027484.2 (1353)
Consensus (1936) TGCCAGTCCTAGGCCCCTGCCCTGTAGGAAGGCAGARTGTAACTG

Section 45
(1981) 1981 1990 2000 2010 2025

FCGR1A_NM_000566.3 (1882) EEET cETTGTTTAACGATTAAGTCCARATCTCCARGTECEEEACT
FCGR1A_XM_005244957.3 (1337)

FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1600)
FCGR1B_NM_001004340.3 (1324)
FCGR1B_XM_017000662.1 (1345)
FCGR1B_XM_017000661.1 (1603)
FCGR1B_XR_001737041.1 (1951)
FCGR1B_XR_001737040.1 (1888)
FCGR1B_NR_045213.1 (1885)
FCGR1CP_NR_027484.2 (1353)
Consensus (1981) TTCTTTTTGTTTARCGATTAAGTCCARATC TCCAAGTGCGGCACT
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Section 46

(026)2026 2040 2050 2060 2070

FCGR1A_NM_000566.3 (1927) GCARAGAGACGCTTCAAGTGGGGAGAAGCGGCGATACCATAGAGT
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1645)
FCGR1B_NM_001004340.3 (1369)
FCGR1B_XM_017000662.1 (1390)
FCGR1B_XM_017000661.1 (1648)
FCGR1B_XR_001737041.1 (1996)
FCGR1B_XR_001737040.1 (1933)
FCGR1B_NR_045213.1 (1930)
FCGR1CP_NR_027484.2 (1353)
Consensus (2026) GCAAAGAGACGCTTCAAGTGGGGAGAAGCGGCGATATCATAGAGT

Section 47
(2071) 2071 2080 2090 2100 2115

FCGRIA_NM_000566.3 (1972) EERGATCT I EECTCCAGAGATIIGCTTTACCTTCETGATTIITONG
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1690)
FCGR1B_NM_001004340.3 (1414)
FCGR1B_XM_017000662.1 (1435)
FCGR1B_XM_017000661.1 (1693)
FCGR1B_XR_001737041.1 (2041)
FCGR1B_XR_001737040.1 (1978)

FCGR1B_NR_045213.1 (1975)

FCGR1CP_NR_027484.2 (1353)
Consensus (2071) CCAGATCTTGCCTCCAGAGATTTGCTTTACCTTCCTGATTTTCTG

Section 48
(2116) 2116 2130 2140 2150 2160

FCGR1A_NM_000566.3 (2017) GTTACTAATTAGCTTCAGGATACGCTGCICTCATACTIGGGCTGT
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1735)
FCGR1B_NM_001004340.3 (1459)
FCGR1B_XM_017000662.1 (1480)
FCGR1B_XM_017000661.1 (1738)
FCGR1B_XR_001737041.1 (2086)
FCGR1B_XR_001737040.1 (2023)

FCGR1B_NR_045213.1 (2020)

FCGR1CP_NR_027484.2 (1353)
Consensus (2116) GTTACTAATTAGCTTCAGGATACGCTGCTCTCATACTTGGGCTGT
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Section 49
(2161) 2161 2170 2180 2190 2205

FCGRIA_NM_000566.3 (2062) AETTTGEACACARAATATT ITCCTGCCACTETGTARCATAGC TGN

FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1780)
FCGR1B_NM_001004340.3 (1504)
FCGR1B_XM_017000662.1 (1525)
FCGR1B_XM_017000661.1 (1783)
FCGR1B_XR_001737041.1 (2131)
FCGR1B_XR_001737040.1 (2068)
FCGR1B_NR_045213.1 (2065)
FCGR1CP_NR_027484.2 (1353)
Consensus (2161) AGTTTGGAGACARRATATTTTICCTGCCACTGTGTAACATAGCTGA

Section 50
(2206) 2206 2220 2230 2240 2250

FCGR1A_NM_000566.3 (2107) GGTAAAAACTGAACTATGTARATGACTCTACTAAAAGT TTAGGGA
FCGR1A_XM_005244957.3 (1337)
FCGR1A_XM_005244958.4 (1075)
FCGR1B_NM_001244910.1 (1582)
FCGR1B_NM_001017986.3 (1825)
FCGR1B_NM_001004340.3 (1549)
FCGR1B_XM_017000662.1 (1570)
FCGR1B_XM_017000661.1 (1828)
FCGR1B_XR_001737041.1 (2176)
FCGR1B_XR_001737040.1 (2113)

FCGR1B_NR_045213.1 (2110)

FCGR1CP_NR_027484.2 (1353)
Consensus (2206) GGTAAAAACTGAACTATGTAAATGACTC TACTAARAAGTTTAGGGA
Section 51

(2251) 2251 60 270 280 2285
FCGR1A_NM_000566.3 (2152) ARAAARACAGGAGGAGTATGACACA ABEARAAARAARAAA
FCGR1A_XM_005244957.3(1337) - ———————=——=——=—"————"—~—=———"—"————"—~—"——~———~—~—-~—-~—-~—----
FCGR1A_XM_005244958.4 (1075) === == === === === == o e e e e e e e e m———
FCGR1B_NM_001244910.1(1582) - - - - - - - --—-—-————-————————~——————~—~—~—~—~—~———~—~—~—~—~—-~—-~--
FCGR1B_NM_001017986.3 (1870) ARAAARARAARA
FCGR1B_NM_001004340.3 (1594) ARAAAARAAAR
FCGR1B_XM_017000662.1 (1615) AAARAAACAGGAGGAGTATGACACACACAGCAA - - - - - --——---
FCGR1B_XM_017000661.1 (1873) AAAAAAACAGCGACCAGCTATCGACACACACACCAA-------——-- -~
FCGR1B_XR_001737041.1 (2221) AAARAAACAGGAGGAGTATGACACACACAGCAA - - - -----—---
FCGR1B_XR_001737040.1 (2158) AAAAAAACAGCGACCAGTATGACACACACAGCAA-------——-- -~
FCGR1B_NR_045213.1 (2155) AAARARARARA
FCGR1CP_NR_027484.2(1353) ————-——-~---——- - - - - - - - - - -- - -
Consensus (2251) ARAAAARCAGGAGGAGTATGACACACACAGCAA

Section 52
(2296) 2296 2310 2320 2330 2340
FCGR1A_NM_000566.3 (2197) AAAAAAAAAAAAAAAAARAAARAARAAAARAARAAAAAARAARARA
FCGR1A_XM_005244957.3 (1337) === == == === c - cm oo e e e e o mmmo oo oo
FCGR1A_XM_005244958.4 (1075) == == === == == === === === == m = — o m o
FCGR1B_NM_001244910.1 (1582) === == == == == m oo c o e e e e e o e m e o m e oo oo
FCGR1B_NM_001017986.3 (1915) A/ == == = = = = == = = = = o o o oo o
FCGR1B_NM_001004340.3 (1639) AR A== === === == - e e e e e e e oo e mm o m o m o — o
FCGR1B_XM_017000662.1 (1648) — -~ —-———=--—————--—-- - - - - - -
FCGR1B_XM_017000661.1 {1906) = == == === === === = == === - = o oo oo oo oo
FCGR1B_XR_001737041,1 (2254) — - - = - -~ - —--—- - - - - - - - -- -
FCGR1B_XR_001737040.1 (2191) = == === === == === = === oo oo oo o oo
FCGR1B_NR_045213.1 (2200) AR A= - - === == - - - - - oo mmmm—— - - -
FCGR1CP_NR_027484.2 (1353) === == == == == === === o oo mm oo e
Consensus (2296)

Section 53

(2341) 2341 2350 2367
FCGR1A_NM_000566.3 (2242) AAAAAAAAARAAAAARAAAAAARARAL
FCGR1A_XM_005244957.3 (1337) === == ==-=--=-==-=---=---------
FCGR1A_XM_005244958.4 (1075) - - - == -=-=--=-=-==-==-==—----~
FCGR1B_NM_001244910.1 (1582) - == -=-=--=--===--------—-—----
FCGR1B_NM_001017986.3 (1918) - - - ------=--====--=-—==—-=-—---
FCGR1B_NM_001004340.3 (1642) - == -=-=--=-=-==----=-----—-—---
FCGR1B_XM_017000662.1 (1648) - -~ - - == ==--=--==—=--=-—-—-----
FCGR1B_XM_017000661.1 (1906) — - - ----==--=-==—-—-=-——-——----—
FCGR1B_XR_001737041.,1 (2254) = - == -=--=--===-=------—-----
FCGR1B_XR_001737040.1 (2191) - - - = -=--=---=-=-—-—-=-———----—
FCGR1B_NR_045213.1 (2203) - - === =--=--=====--=-—--—-----
FCGR1CP_NR_027484.2 (1353) —-----—--=--=-—=—---=-——-—-----
Consensus (2341)
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Figure S6. Sequence alignment of transcripts of FCGR1A, FCGR1B, and FCGR1CP.
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Figure S7: The box plots of the PSVs of FCGRL1 in whole blood.

(A & B) The PSVs from ILMN_2176063 and ILMN_2261600 respectively in whole blood of HC

donors, LTBI donors and PTB patients from different cohorts.

(C & D) The PSVs from ILMN_2176063 and ILMN_2261600 respectively in whole blood of HC
donors or PTB patients at different stages of chemotherapy. PTB_0m, PTB patients without

chemotherapy; PTB_2m, PTB patients at 2 months post drug initiation; PTB_12m, PTB patients at

12 months post drug initiation.
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Section 1

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(11 10 20 38
(1) — == — - —mm - TATA
(1) —---=-=-==-=-=—-————- ATTTTATCCTTCCAGGCTATA

(1) CTTATTAGAAAGAAAGTATTTTATCCTTCCAGGC AT
(1) CTTATTAGARAGAAAGTATTTTATCCTTCCAGGCTATA

Consensus (1) CTTATTAGAAAGAAAGTATTTTATCCTTCCAGGCTATA
Section 2
(39) 39 50 60 76

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

{(5) GATCTTACATTCCTCTTACACAACAATCCTAATTCCCT
(22) GATCTTACATTCCTCTTACACAACAATCCTAATTCCCT
(39) GATCTTACATTCCTCTTACACAACAATCCTAATTCCCT
(39) GATCTTACATTCCTCTTACACAACAATCCTAATTCCCT

Consensus  (39) GATCTTACATTCCTCTTACACAACAATCCTAATTCCCT
Section 3
7n 7 80 100 114

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(43) CATGTTATCCTGATCAATGAAATGATTTCACTTATTTT
(60) CATGTTATCCTGATCAATGAAATGATTTICACTITATTTT
(77) CATGTTATCCTGATCAATGAAATGATTTCACTTATTTT
(77) CATGTTATCCTGATCAATGAAATGATTTCACTTATTTT

Consensus (77) CATGTTATCCTGATCAATGAAATGATTTCACTTATTTT
Section 4
(115) 115 120 130 140 152

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(81) TCARAGAAGTAGCTATTTTACTACAAAGCAGGAATCEC
(98) TCARAGAAGTAGCTATTTTACTACAARAGCAGGAATCEC
(115) TCARAGAAGTAGCTATTTTACTACARAGCAGGARTCAC
(115) TCARAGAAGTAGCTATITTTACTACAARAGCAGGAATCEC

Consensus (115) TCARAGAAGTAGCTATTTTACTACARAGCAGGARATCGC
Section 5
(153) 153 160 170 180 190

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

Consensus

(119) RAGGCATGGGGTGGGCACTGTTATACTCCATCAGTGAG
(136) AAGGCATGGGGTGGGCACTGT TATACTCCATCAGTGAG
(153) RAGGCATGGGGTGGGCACTGTTATACTCCATCAGTGAG
(153) AAGGCATGGGGTGGGCACTGT TATACTCCATCAGTGAG
(153) AAGGCATGGGGTGEGCACTGTTATACTCCATCAGTGAG
Section 6

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(191) 191 200 210 228
(1?) TACGTAAAGGAAARTCAARCTGTCTGATTTTGAATCCTG
(1?4) TACGTAAAGGAAARTCAARCTGTCTGATTTTGAATCCTG
(191) TARGTAAAGGAAATCAAACTGTCTGATTTTGAATCCTG
(191) TAIGTAAAGGAAATCAAAC‘TGTCTGATTTTGAT-\TCCTG

Consensus (191) TATGTARAGGARATCAAARCTGTCTGATTTTGAATCCTG
Section 7
(229) 229 240 250 266

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

Consensus

(195) CTICTATTTTTEACAACCTTGGACARAATTACTIGATTTIC
(212) CTICTATTTTTACAACCTTGGACAAATTACTGATTTIC
(229) CTICTATTTTTCACAACCTTGGACRAATTACTIGATTTIC
(229) CTICTATTTTTIACAACCTTGGACAAATTACTIGATTTIC
(229) CTTCTATTTTTTACAACCTTGGACARATTACTGATTTC
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Section 8

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(267) 267 280 290 304
(233) CTCTTTCACTAGGTTTATCATTTGTAAARATGGAGATAC
(250) CTCTTTCACTAGGTT TATCATTTGTAAAAT GGAGATAC
(267) CTCTTTCACTAGGTTTATCATTTGTAAARATGGAGATAC
(267) CICTTTCACTAGGTT TATCATTTGTAAAAT GGAGATAC

Consensus (267) CTCTTTCACTAGGTTTATCATTTGTARAATGGAGATAC
Section 9
(305) 305 310 320 330 342

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

Consensus

(271) TAGTGTCTACTCATGGATTATTGTGAGGCTTAAATAAG
(288) TAGTGTCTACTCATGGATTATTGTGAGGCTTAAATAAG
(305) TAGTGTCTACTCATGGATTATTGTGAGGCTTAAATAAG
(305) TAGTGTCTACTCATGGATTATTGTGAGGCTTAAATAAG
(305) TAGTGTCTACTCATGGATTATTGTGAGGCTTAAATAAG
Section 10

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(343) 343 350 360 370 380
(309) AAAACAT GTATCAAGCATATTTGTCTGGCITGTAATAA
(326) ARAACATGTATCAAGCATATTTGTCTGGCHTGTAATAA
(343) ARAACATGTATCAARGCATATTTGTCTGGCTTGTAATAA
(343) AAAACATGTATCAAGCATATTTGTCTGGCHTGTAATAA

Consensus (343) AAAACATGTATCAAGCATATTTGTCTGGCATGTAATAA
Section 11
(381) 381 390 400 418

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

Consensus

(364) GCACTCTAARARTTTATGCAGEGATGAGGATAATGATC
(381) GCACTCTAAAATTTATGCAGEGATGAGGATAATGATC
(381) GCACTCTAARARTTTATGCAGCGATGAGGATAATGATCC
(381) GCACTCTAAAATTTATGCAGTGATGAGGATAATGATCA
Section 12

(347) GCACTCTAAAATTTATGCAGIGATGAGGATAATGATCI

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

Consensus

(419) 419 430 440 456
(385) TAGACAATCTGATAGCATCTTATCCAAAGGAAAAAATG
(402) TAGACAATCTGATAGCATCTTATCCAAAGGAAARAATG
(419) TAGACAATCTGATAGCATCTTATCCAAAGGAAAAAATG
(419) TAGACAATCTGATAGCATCTTATCCAAAGGAARARAATG
(419) TAGACAATCTGATAGCATCTTATCCAAAGGAAAAAATG

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

Section 13
(457) 457 470 480 494
(423) CGCATTTCCTTTGAGTAAGCACTACTGATTCTAGGAAT
(440) CGCATTTCCTTTGAGTAAGCACTACTGATTCTAGGAAT
(457) CGCATTTCCTTTGAGTAAGCACTACTGATTCTAGGAAT
(457) CGCATTTCCTTTGAGTAAGCACTACTGATTCTAGGAAT

Consensus (457) CGCATTTCCTTTGAGTAAGCACTACTGATTCTAGGAAT
Section 14
(495) 495 500 510 520 532

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

Consensus

(461) GTGTCCTAAGGAARAAAATAAGTCARATGTTTARAGGTA
(478) GTGTCCTAAGGAARAAATAAGTCAAATGTTTAAAGGTA
(495) GTGTCCTAAGGARAAAATAAGTCAAATGTTTAAAGGTA
(495) GTGTCCTAAGGAARAAATAAGTCAAATGTTTAAAGGTA
(495) GTGTCCTAAGGARAAAATAAGTCAAATGTTTARAGGTA
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Section 15

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

Consensus

(533) 533 540 550 560 570
(499) GTCACAAGACTATTTTGGTAGTAAGCAGTCTTTTTTAC
(516) GTCACAAGACTATTTIGGTAGTAAGCAGTCTITTTTAC
(533) GTCACAAGACTATTTTGGTAGTAAGCAGTCTTTTTTAC
(533) GTCACAAGACTATTTIGGTAGTAAGCAGTCTIITTTTAC
(533) GTCACAAGACTATTTIGGTAGTAAGCAGTCTTTTTTAC
Section 16

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(571) 571 580 590 608
(537) TGGTCACACAGTARAAAATTAGAAATAACCTACATGTT
(554) TGGTCACACAGTAAAAAATTAGAAATAACCTACATGTT
(571) TGGTCACACAGTARAAAATTAGAAATAACCTACATGTT
(571) TGGTCACACAGTAAAAAAT TAGAAATAACCTACATGTT

Consensus (571) TGGTCACACAGTAAAAAATTAGAAATAACCTACATGTT
Section 17
(609) 609 6520 630 646

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

Consensus

(575) CATGAAGAGAAGTTGGTGAAATAAATTATGGTACATGC
(592) CATGAAGAGAAGTTGGTGAAATAAATTATGGTACATGC
(609) CATGAAGAGAAGTTGGTGAAATAAATTATGGTACATGC
(609) CATGAAGAGAAGTTGGTGAAATAAATTATGGTACATGC
(609) CATGAAGAGAAGTTGGTGAAATAAATTATGGTACATGC
Section 18

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(647) 647 £60 670 684
(613) ATACAGTAGAARAACTTTGGAGACAARAATAGTAAAATAG
(630) ATACAGTAGARAACTTTGGAGACARARATAGTARRATAG
(647) ATACAGTAGAAAACTTTGGAGACAAAATAGTAAAATAG
(647) ATACAGTAGARAACTTTGGAGACARARATAGTARAATAG

Consensus (647) ATACAGTAGAARACTTTGGAGACARARATAGTAARATAG
Section 19
(685) 685 590 700 710 722

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(651) TTACAGATATAGGCTTTGAATATARATTTTAACAAGCT
(668) TTACAGATATAGGCTITGAATATAAATTTTAACAAGCT
(685) TTACAGATATAGGCTTTGAATATAARATTTTAACAAGCT
(685) TTACAGATATAGGCTITGAATATAAATTITTAACAAGCT

Consensus (685) TTACAGATATAGGCTTTGAATATARATTTTAACAAGCT
Section 20
(723) 723 730 740 750 760

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(589) GAGGCTTCTCTCITCTCTTCAGAACACCCTGAGTTCTT
(706) GAGGCTTCTCTCETCTCTTCAGAACACCCTGAGTTCTT
(723) GAGGCTTCTCTCATCTCTTCAGAACACCCTGAGTTCTT
(723) GAGGCTTCTCTCHTCTCTTCAGAACACCCTGAGTTCTT

Consensus (723) GAGGCTTCTCTCGTCTCTTCAGAACACCCTGAGTTCTT
Section 21
(761) 761 770 780 798

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

Consensus

(727) CCCGGCCTTTCTTCCTTGCTTTTCATTTGTGTICAGTCA
(744) CCCGGCCTTTCTTCCTTGCTTTTCATTTGTGTICAGTCA
(761) CCCGGCCTTTCTTCCTTGCTTTTCATTTGTGTICAGTCA
(761) CCCGGCCTTTCTTCCTTGCTTTTCATTTGTGTICAGTCA
(761) CCCGGCCTTTCTTCCTTGCTTTTCATTTGTGTICAGTCA
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Section 22

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(799) 799 810 820 836
(765) GCTCTTGCTCGTAMAGCAATCCTCARATCTCAGTAGCA
(782) GCTCTTGCTCGTATAGCAATCCTCARATCTCAGTAGCA
(799) GCTCTTGCTIGTATAGCAATCITCAAATCTCASTJ—'\GCA
(799) GCTCTTGCTHMGTACAGCAATCMTCARATCTCAGTAGCA

Consensus (799) GCTCTTGCTTGTATAGCAATCTTCAAATCTCAGTAGCA
Section 23
(837) 837 850 860 874

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(803) TATARAGGTAAGCATTITAGTTCTCACTTACAAGTTTGC
(820) TATAAAGGTAAGCATTTAGTTCTCACTTACARAGTTTGC
(837) TATARAGGTAAGCATTITAGTTCTCACTTACAAGTTTGC
(837) TATAAAGGTAAGCATTTAGTTCTCACTTACAAGTTTGC

Consensus (837) TATAAAGGTAAGCATTTAGTTCTCACTTACAAGTTTGC
Section 24
(875) 875 880 890 900 912

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(841) AGGGCAGGTGAGGCAGETCTGCCTCAAGCCACAATGTIC
(858) AGGGCAGGTGAGGCAGETCTGCCTCAAGCCACRARATGTC
(875) AGGGCAGGTGAGGCAGGTCTGCCTCAAGCCACAATGTIC
(875) AGGGCAGGTGAGGCAGETCTGCCTCAAGCCACAATGTC

Consensus (875) AGGGCAGGTGAGGCAGCTCTGCCTCAAGCCACAATGTC
Section 25
(913) 913 920 930 540 950

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(879) TAGGACAGCTCTGTTTCEGCACEMGTGGCTGACTAGCTAA
(896) TAGGACAGCTCTGTTTCEGCACHMGTGGCTGACTAGCTAR
(913) TAGGACAGCTCTGTTICACACGGTGGCTGACTAGCTAA
(913) TAGGACAGCTCTGTTTCECACGGTGGCTGACTAGCTAR

Consensus (913) TAGGACAGCTCTGTTTCGCACTGTGGCTGACTAGCTAA
Section 26
(951) 951 960 970 988

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(917) AAAATGTTICTTGTCTCAGCAATCACAGGAGAACARAGAG
(934) AAAATGTTICTTGTCTCAGCAATCACAGGAGAACAAGAG
(951) AAAATGTTICTTGTCTCAGCAATCACAGGAGAACARAGAG
(951) AAAATGTTICTTGTCTCAGCAATCACAGGAGAACAAGAG

Consensus (951) ARAATGTTCTTGTCTCAGCAATCACAGGAGAACARGAG
Section 27
(989) 989 1000 1010 1026

promoter of FCGR1A other transcripts
promoter of FCGR1A XM_005244958.4
promoter of FCGR1B all transcripts
promoter of FCGR1CP

(955) GGTGAGAGATAATGTGTGAAGCTTCCTAAGTGCTAAGT
(972) GGTGAGAGATAATGTGTGAAGCTTCCTAAGTGCTAAGT
(989) GGTGAGAGATAATGTGTGAAGCTTCCTAAGTGCTAAGT
(989) GGTGAGAGATAATGTGTGAAGCTTCCTAAGTGCTAAGT

Consensus (989) GGTGAGAGATAATGTGTGAAGCTTCCTAAGTGCTAAGT
Section 28
(1027) 1027 1040 1050 1064

promoter of FCGR1A other transcripts

(993) TTGAARATTAGCACCATGTCATTITCCATTCACATTTCGC

promoter of FCGR1A XM_005244958.4 (1010) TTGAAAT TAGCACCATGTCATTTCCATTCACATTTC GO
promoter of FCGR1B all transcripts (1027) TTGAAATTAGCACCATGTCATTTCCATTCACATTTC GO
promoter of FCGR1CP (1027) TTGAAATTAGCACCATGTCATTTCCATTCACATTTCGC

Consensus (1027) TTGARATTAGCACCATGTCATTTCCATTCACATTTCGC
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Section 29

(1065) 1065 1070 1080 1090 1102

promoter of FCGR1A other transcripts (1031) TCGCCAATGAAAGTCTCATCATGACCOACAGTCARGAG
promoter of FCGR1A XM_005244958.4 (1048) TGGCCAATGARAGTC TCATGATGAGCCACAGTCARGAG
promoter of FCGR1B all transcripts (1065) TCGCCAATGARAGTCTCATGATGAGCCACAGTCAAGAG
promoter of FCGR1CP (1065) TGGCCAATGARAGTCTCATGATGAGCCACAGT CAAGAG

Consensus (1065) TGGCCARTGARRGTCTCATGATGAGCCACAGTCRAGAG

Section 30
(1103) 1103 1110 1120 1130 1140

promoter of FCGR1A other transcripts (1069) TCAGAGAIATACCCTCATGAGGC TGTGGAGAGAGTGTA
promoter of FCGR1A XM_005244958,4 (1086) TCAGAGACATACCCTCATGAGGCTGTGGAGAGAGTGTA
promoter of FCGR1B all transcripts (1103) TCAGAGA“TACCCTCATGAGGC TGTGGAGAGAGTGTA
promoter of FCGR1CP (1103) TCAGAGAEBETACCCTCATGAGGC TGTGGAGAGAGTGTA

Consensus (1103) TCAGAGACGTACCCTCATGAGGC TGTGGAGAGAGTGTA

Section 31

(1141) 1141 1150 1160 1178

promoter of FCGR1A other transcripts (1107) GATTCAGGGAGCGETGAGAAACTGGGGOCAGTACACCA
promoter of FCGR1A XM_005244958.4 (1124) CATTCAGGGAGCGETGAGRAAACTGGGGCCAGTACACCR
promoter of FCGR1B all transcripts (1141) GATTCAGGGAGCGETGAGAAACTGGGGCCAGTACACCR
promoter of FCGR1CP (1141) GATTCAGGGAGCGGTGAGAARCTGGGGCCAGTACACCA

Consensus (1141) GATTCAGGGAGCGGTGAGAAACTGGGGCCAGTACACCA

Section 32
(1179) 1179 1190 1200 1216

promoter of FCGR1A other transcripts (1145) ACITACAGCATGATTTGTCATCATTTTTCATTCTCT GC
promoter of FCGR1A XM_005244958.4 (1162) ACETACACCATGATTIGTCATCATTITITCATICTCT GO
promoter of FCGR1B all transcripts (1179) AIC TACAGCATGATTTGTCATCATTTTTCATTCTCTGC
promoter of FCGR1CP (1179) ABC TACAGCATGATTIGTCATCATTITTTCATTICTCT GO

Consensus (1179) ATTTACAGCATGATTTGTCATCATTTTTCATTCTCT GO

Section 33

(1217) 1217 1230 1240 1254

promoter of FCGR1A other transcripts (1183) TAGTAAGATTGCCAAAGTCTCTCTGCACTCAT TGAATT
promoter of FCGR1A XM_005244958.4 (1200) T AGTAAGAT TGCCAAAGTCTCICTGCACTCAT TGAATT
promoter of FCGR1B all transcripts (1217) TAGTAAGAT TGCCAAAGTCTCTCTGOACTCAT TGAATT
promoter of FCGR1CP (1217) TAGTAAGAT TGCCAAAGTCTCTICTGCACTCATTGAATT

Consensus (1217) TAGTAAGATTGCCAAAGTCTCTCTGCACTCAT TGAATT

Section 34
(1255) 1255 1260 1270 1280 1292

promoter of FCGR1A other transcripts (1221) CAT
promoter of FCGR1A XM_005244958.4 (1238) AT
promoter of FCGR1B all transcripts (1255) C AT CC == === === == m e e e m mmmmmm—
promoter of FCGR1CP (1255) C AT CC == === m s s m e e e e e e m e o mmmmm — o
Consensus (1255) CATTTAGCTCTCTTTAGCTCTCTTTTTTTAGCTCTCAT
Section 35

(1293) 1293 1300 1310 1320 1330
promoter of FCGR1A other transcripts (1259) TTAGTTTCCATTTAGCTCTCT TTCTCTCTTACCACAAT
promoter of FCGR1A XM_005244958,4 (1276) T IAGT TTCCATTTACGCTCTCT T TCTCTCTTACCACAAT

promoter of FCGR1B all transcripts (1260) - TAGTTTCCATTTAGCTCTCTTTCTCTCTTACCACAAT
promoter of FCGR1CP (1260) - TAGT TTCCATTTAGCTCTCTTICTCTCTTACCACART
Consensus (1293) TTAGTTTCCATTTAGCTCTCTTTICTCTCTTACCACAAT
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Section 36

(1331) 1331 1340 1350 1368

promoter of FCGR1A other transcripts (1297) ACCTAAAAATCTTTTTATGGGGTTACAACTCTGTCTCA
promoter of FCGR1A XM_005244958.4 (1314) ACCTAAAAATCTTTITITATCCCOT TACAACTCTGTCTORA
promoter of FCGR1B all transcripts (1297) ACCTAAAAATCTTTTTATGGGGTTACAACTCTGTCTCA
promoter of FCGR1CP (1297) ACCTAAAAATCTTTTTATGGGGTTACAACTCTGTCTCA

Consensus (1331) ACCTAAARAATCTTTTTATGGGGT TACAACTCTGTCTCA

Section 37

(1369) 1369 1380 1390 1406

promoter of FCGR1A other transcripts (1335) CGAGCCACCTCAGT T IGGTGGCACAGAGCTCCCCACTT
promoter of FCGR1A XM_005244958.4 (1352) COAGCCACCTOAGTTIGGTGGCACAGAGCTCCCCACTT
promoter of FCGR1B all transcripts (1335) CCAGCCACCTCAGTT IGGTGGCACAGAGCTCCCCRACTT
promoter of FCGR1CP (1335) GGAGCCACCTCAGTTIGGTGGCACAGAGCTCCCCACTT

Consensus (1369) GGAGCCACCTCAGTTTGGTGGCACAGAGCTCCCCACTT

Section 38

(1407) 1407 1420 1430 1444

promoter of FCGR1A other transcripts (1373) CTACTCTCAAACTCTTTTCTT GARGATATTCETATCCA
promoter of FCGR1A XM_005244958.4 (1390) CTACTCTGARRCTCTTTTCTT GARGATATTGETATCCA
promoter of FCGR1B all transcripts (1373) CTACTCTCAAACTCTITTTCTTGAAGATATTCETATCCA
promoter of FCGR1CP (1373) GTACTCTGAAACTCTTTITCTT GAAGATATTGTTATCCA

Consensus (1407) GTACTCTGAARCTCTTTTCTTGAAGATATTGCTATCCA

Section 39

(1445) 1445 1450 1460 1470 1482

promoter of FCGR1A other transcripts (1411) TCGTGCATGACTTATT I T TCTTCTCCATAGCATCCAC AT
promoter of FCGR1A XM_005244958.4 (1428) T GIGCATGAGT TATTITITCTTCTCCATAGCATCCACAT
promoter of FCGR1B all transcripts (1411) TCTGCATGAGTTATTTTTCTTCTCCATAGCATCCACAT
promoter of FCGR1CP (1411) TGTGCATGAGTTATTITTCTTCTCCATAGCATCCACAT

Consensus (1445) TGTGCATGAGTTATTTTTCTTCTCCATAGCATCCACAT

Section 40

(1483) 1483 1490 1500 1510 1520

promoter of FCGR1A other transcripts (1449) TAAACARTTAATTACCT TGGATTTAGCCARARTARACA
promoter of FCGR1A XM_005244958.4 (1466) TAAACAATTAATTACCTITGGAT T TAGCCAARATARRCA
promoter of FCGR1B all transcripts (1449) TAAACARTTAATTACCTTGGATTTAGCCARARTARACA
promoter of FCGR1CP (1449) TAARCRATTARTTACCTIGGATT TAGCCARARTRAAACA

Consensus (1483) TAARCAATTAATTACCTTGGATTTAGCCARARTARACA

Section 41
(1521) 1521 1530 1540 1558

promoter of FCGR1A other transcripts (1487) CTCCAAATTCATGATGTCTTTCAGGAAGRGAGTTTGTT
promoter of FCGR1A XM_005244958.4 (1504) CTCCAAATTCATGATGICTTTCAGGAAGAGAGTTTGTT
promoter of FCGR1B all transcripts (1487) C TCCAAATTCATGAT GTCTTTCAGGARGAGAGTTTGTT
promoter of FCGR1CP (1487) CTCCAARATTCATGATGTCTTTCAGGAAGAGAGTTTGTT

Consensus (1521) CTCCAAATTCATGATGTCTTTCAGGARGAGAGTTTGTT

Section 42

(1559) 1559 1570 1580 1596

promoter of FCGR1A other transcripts (1525) TTCTTTT T TAACCARAATGGGAGATTIGATCCTGTCTGT
promoter of FCGR1A XM_005244958.4 (1542) TICTTTT I TAACCARAATGEGAGATIGATCCTIGTICTGT
promoter of FCGR1B all transcripts (1525) TTCTTTT T TAACCAAAATGGGAGATTGATCCTGTCTGT
promoter of FCGR1CP (1525) TICTTTT TTAACCAAAATGGGAGATIGATCCTGTCTGT

Consensus (1559) TTCTTTTTTAACCARAATGGGAGATTGATCCTGTCTGT
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Section 43

(1597) 1597 1610 1620 1634

promoter of FCGR1A other transcripts (1563) ¢ TCCCCTAGACGACCAGAGCCTGOTTTGTATTAGCGOA
promoter of FCGR1A XM_005244958.4 (1580) GTCCCCTAGAGGAGCAGAGGC TGETTTGTATTAGGGCA
promoter of FCGR1B all transcripts (1563) CTCCCCTAGAGGACCAGAGGCTOGTTTGTATTAGGGOA
promoter of FCGR1CP (1563) GTCCCCTAGAGGAGCAGAGGCTGGTTTGTATTAGGGCA

Consensus (1597) GTCCCCTAGAGGAGCAGAGGCTGGTTTGTATTAGGGCA

Section 44

(1635) 1635 1640 1650 1660 1672

promoter of FCGR1A other transcripts (1601) CCTCTTGTACATGACTAACTT I TCCCATCCCCTOAT AG
promoter of FCGR1A XM_005244958.4 (1618) GCCTCTTGTACATGAGTAACTTTTCCCATCGGCCTCATAG
promoter of FCGR1B all transcripts (1601) CCTCTTGTAGATGACTARCTTTTCCCATCCCCTOATAG
promoter of FCGR1CP (1601) GCTCTTGTAGATGAGTAACTTTTCCCATGGCCTCATAG

Consensus (1635) GCTCTTGTAGATGAGTARCTTTTCCCATGGCCTCATAG

Section 45

(1673) 1673 1680 1690 1700 1710
promoter of FCGR1A other transcripts (1639) A GGCTGATATA GAIAC ITTCTGGATTCAAATGATTGTTT

promoter of FCGR1A XM_005244958.4 (1656) ACGGCTGATATAGARACTTCTGGATTCAAATCATTGTTT
promoter of FCGR1B all transcripts (1639) AGGCTGATATAGARACTTCTGGATTCAAATGATTGTTT
promoter of FCGR1CP (1639) AGGCTGATATAGATACTTCTGGATTCAARTGATTGTTT

Consensus (1673) AGGCTGATATAGAAACTTCTGGATTCARATGATTGTTT

Section 46

(1711) 1711 1720 1730 1748

promoter of FCGR1A other transcripts (1677) CGAGGCATTAGCCAGGCATTGAACCAAT TATAARAGAGT
promoter of FCGR1A XM_005244958.4 (1694) COAGGCATTAGCCAGGCATTGARCCAATTATAARAGAGT
promoter of FCGR1B all transcripts (1677) GGAGGCATTAGCCAGGCATTGAACCAATTATARAGAGT
promoter of FCGR1CP (1677) GGAGGCATTAGCCAGGCATTGAACCAATTATAAAGAGT

Consensus (1711) GGAGGCATTAGCCAGGCATTGAACCAAT TATARAGAGT

Section 47

(1749) 1749 1760 1770 1786

promoter of FCGR1A other transcripts (1715) CAGGTTT TGCCATAT ICTAACCETARGAAACAGARACG
promoter of FCGR1A XM_005244958.4 (1732) GAGGTTTTGCCATATTC TAAC CITAAGAAACAGAAAC G
promoter of FCGR1B all transcripts (1715) GAGGTT T TGCCATAT TC TAACCC TAAGARACAGAAACS
promoter of FCGR1CP (1715) GAGGTTTTGCCATATTC TAACCETAAGAAACAGAAACG

Consensus (1749) GAGGTTTTGCCATATTC TAACCGTARAGARACAGARACG

Section 48

(1787) 1787 1800 1810 1824
promoter of FCGR1A other transcripts (1753) CTAGAGGGTARAAARATAGAATAGAATGTC AAIA CAACTT

promoter of FCGR1A XM_005244958.4 (1770) GTAGAGGGTARARATAGAATAGAATGTCAATACALCTT
promoter of FCGR1B all transcripts (1753) CTAGAGGGTARARRTAGAATAGAATGTCARTACARCTT
promoter of FCGR1CP (1753) GTAGAGGGTAAAARATAGAATAGAATGTCAACACAACTT

Consensus (1787) GTAGAGGGTAARAATAGAATAGAATGTCARTACAACTT

Section 49
(1825) 1825 1830 1840 1850 1862

promoter of FCGR1A other transcripts (1791) TAGCCTTTTCCOTGGAT TOTGAGAGTTCATARCCTGAR
promoter of FCGR1A XM_005244958.4 (1808) TAGCCTTITCCCTGGATTCTGAGAGT TCATARCCTGAL
promoter of FCGR1B all transcripts (1791) TAGCCTT I ICCCTGEAT TOTGAGAGT TCATAACC TGAR
promoter of FCGR1CP (1791) TAGCCTTTTCCCTGGATTCTGAGAGT TCATAACCTGAR

Consensus (1825) TAGCCTTTTCCCTGGAT TCTGAGAGT TCATAACCTGAA
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Section 50
(1863) 1863 1870 1880 1890 1900

promoter of FCGR1A other transcripts (1829) AATCAGAGATICAAACTGGGAGAGATGGEC TAACAGET
promoter of FCGR1A XM_005244958.4 (1846) AATCAGAGATTCAAACTGGEAGAGATGGGCTAACAGET
promoter of FCGR1B all transcripts (1829) AAT CAGAGATTCARACT GEGAGAGATGGEC TAACAGGET
promoter of FCGR1CP (1829) AATCAGAGATTCAAACTGGGAGAGATGGGCTAACAGGT

Consensus (1863) AATCAGAGATTCAAACTGGGAGAGATGGGC TAACAGGT

Section 51

(1901) 1901 1910 1920 1938

promoter of FCGR1A other transcripts (1867) AT GAGCATGEGARAAGCATGT ITCAAGART TT GAGATG
promoter of FCGR1A XM_005244958.4 (1884) AT GAGCATGE AGCATGTTTCAAGBATTTGAGATG
promoter of FCGR1B all transcripts (1867) ATGAGCATGE AGCATGTTTCAAGBATTTGAGATG
promoter of FCGR1CP (1867) ATGAGCATGGGAARAGCATGT I TCAAGGATTITGAGATG

Consensus (1901) ATGAGCATGGGAAAAGCATGTTTCAAGRAT T TGAGATG

Section 52

(1939) 1939 1976

promoter of FCGR1A other transcripts (1905) TATTT ARAAGCAA AATGGTCAGAA
promoter of FCGR1A XM_005244958.4 (1922) TATTT AMARGC TGGTCAGAA
promoter of FCGR1B all transcripts (1905) TATTT AA LxﬁsGI TGGTCAGAA
promoter of FCGR1CP (1905) TATTT ARAAGHA \AAATGGTCAGAA

Consensus (1939) TAT TTCCFAGAAAAGGAACAT GATGAAAATGGTCAGAA

Section 53

(1977) 1977 1990 2000 2014

promoter of FCGR1A other transcripts (1943) 2~ ; TTCCTCTTTTCTAATTT Gu‘(; I‘w TGGA

TCTTT TC

promoter of FCGR1A XM_005244958.4 (1960)
promoter of FCGR1B all transcripts (1943) CTCTTTTC TTTGGCTCTG
promoter of FCGR1CP (1943) A2 AATTTCCTTCCTCTTTTCTAATTTGGCTCTGGA

Consensus (1977) AAGGCAATTTCCTTCCTICTTTTCTAATTTGGCTCTGGA

Section 54
2030 2040 2052
AATATCTTGCATGTTACA
ATATCTTGCATGTTACA

(2015) 2015 2020
promoter of FCGR1A other transcripts (1981) CCCACCAGCAL f\m C lL, TTC
promoter of FCGR1A XM_005244958.4 (1998) GCCACC
promoter of FCGR1B all transcripts (1981) CCCACCAGCAGAACCTCTTCAATATCTTCCATGTTACA
promoter of FCGR1CP (1981) GCCACCAGCAGAACCTCTTCAATATCTTGCATGTTACA
Consensus (2015) GCCACCAGCAGAACCTCTTCAATATCTTGCATGTTACA
Section 55
(2053) 2053 2060 2070 2085
promoter of FCGR1A other transcripts (2019) CATTTCACTECTCCCACCAGC TT GEAGACAAC A
promoter of FCGR1A XM_005244958.4 (2036) CATTTCACTGECTC
promoter of FCGR1B all transcripts (2019) CATTTCACTACTC ACCAGCTTGGAGACAACA
promoter of FCGR1CP (2019) CATTTCACTEGC TCCCACCAGCTTIGGAGACAACA
Consensus (2053) GATTTCACTGCTCCCACCAGC TT GGAGACARCA

Figure S8: Sequence alignment of the promoters of FCGR1A, FCGR1B, and FCGR1CP.

Sequences from 2000 bp upstream to -50 downstream of transcription start site were used for

sequence alignment.
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Figure S9: The relative expressions of FCGR1A, FCGR1B, and FCGR1CP in the whole blood of

LTBI progressors compared to their expressions in the whole blood of LTBI controls.

This heat map is a visual representation of the data shown in Figures 5a-5c. Each row represents the

relative expressions of a specific splice junction (1).
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Figure S10: The PSVs of FCGR1A (A), FCGR1B (B) and FCGR1CP (C) relative to the median
expression of FCGR1A in LTBI controls.

Data were from Figure S9, presented as described in Figure 5.
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Section 1

FCGR1A

FCGR1A isoform X1
FCGR1A isoform X2
FCGR1B isoform 1
FCGR1B isoform 2
FCGR1B isoform 3
FCGR1B isoform X1
FCGR1B isoform X2

(1 10 0 0 40 50
(1) MUFLTTLLLW

-Q
(3 v 12 NG  UDRAKAVERUOREMVAVEGRRAVALHCRVLHLN

(1) MHELTTLLIW G- —— =~ —— ——————————————————————————— —— ———

(1) MW FLTTLL LW VDG - O DT TRAVI T IO PR VS VEOEETVITHCEVIHEE

(1) MWFLTTLLLWG-

(1) MEFLTTLLLW -0
(1) MUFLTTLLLW Qv

(1) MWFLTTLLLW

Consensus (1) MWFLTTLLLWVPVDG VDTTKAVITLQPPWVSVEQEETVILHCEVLHLP
Section 2
(51) 51 60 70 0 0 100
(oL (5] 09 5TONFINGTATGTSTPaYRI T3 ASUNDS QR IRCERGLS GRADPTOL
FCGR1A isoform X1 (51)
FCGR1A isoform X2 (12) === == === == = = —— m m o e e e~
FCGR1B isoform 1 (50)
FCGR1B isoform 2 (12) === == - === === == = — o o o e e m e — - -
FCGR1B isoform X1 (51)
FCGRIB isoform X2 (16) —=——==-——=———-————————— "~~~ — -
Consensus (51) GSSSTOWFLNGTATQTISTPSYRITSASVNDSGEYRCQRGLSGRSDPIQLE
Section 3
(101) 101 110 120 130 140 150
FCGR1A (100) WLLLQVSSRVFTEGEPLALRCHAWKDKLVYNVLYYRNGKAFKFFHW
FCGR1A isoform X1 (101) WLLLQVSSRVFTEGEPLALRCHAWKDKLVYNVLYYRNGKAFKFFHW
FCGR1A isoform X2 (12) ----WLLLQVSSRVFTIEGEPLALRCHAWKDKLVYNVLYYRNGKAFKFEFHW

FCGR1B isoform 1 (100) BHRGWLLLQVSSRVFMEGEPLALRCHAWKDKLVYNVLYYRNGKAFKFFHW

FCGR1B isoform 2

FCGR1B isoform X1 (101)

(12) ----WLLLQVSSRVFMEGEPLALRCHAWKDKLVYNVLYYRNGKAFKFFHW

WLLLQVSSRVFMEGEPLALRCHAWKDKLVYNVLYYRNGKAFKFFHW

FCGR1B isoform 3 (100) qWLLLQVSSRVE‘ EGEPLALRCHAWKDKLVYNVLYYRNGKAFKFFHW

FCGR1B isoform X2

(16) ~OVEWLLLQVSSRVFMEGEPLALRCHAWKDKLVYNVLYYRNGKAFKFFHW

Consensus (101) THRGWLLLQVSSRVFMEGEPLALRCHAWKDKLVYNVLYYRNGKAFKFFHW

Section 4

(151) 151 160 170 180 180 200

FCGR1A (150) NSNLTILKTNISHNGT YHCSGMGKHRYTSAGISVIVKELFPAPVLNASVT
FCGR1A isoform X1 (151) NSNLTILKTNISHNGT YHCSGMGKHRYTSAGISVIVKELFPAPVLNASVT

FCGR1A isoform X2

(58) NSNLTILKTNISHNGTYHCSGMGKHRYTSAGISVTVKELFPAPVLNASVT

FCGR1B isoform 1 (150) NSNLTILKTNISHNGT YHCSGMGKHRYTSAGIS -=-==-===========~

FCGR1B isoform 2

(58) NSNLTILKTNISHNGTYHCSGMGKHRYTSAGIS - -----—--------—--~-

FCGR1B isoform 3 (150) NSNLTILKTNISHNGT YHCSGMGKHRYTSAGIS - =~ === -=---eooomn
FCGR1B isoform X1 (151) NSNLTILKTNISHNGT YHCSGMGKHRYTSAGIS ——-—-—---—-———-—--——-
FCGR1B isoform X2 (65) NSNLTILKTNISHNGTYHCSGMGKHRYTSAGIS -~ ----—--—---—---=

Consensus (151) NSNLTILKTNISHNGT YHCSGMGKHRYTSAGIS
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Section 5
(201) 201 210 220 230 240 250
FCGR1A (200) SPLLEGNLVTLSCETKLLLORPGLOLYFSFYMGSKTLRGRNTSSEYQILT
FCGR1A isoform X1 (201) SPLLEGNLVTLSCETKLLLORPGLOQLYESFYMGSKTLRGRNTSSEYQILT
FCGR1A isoform X2 (108) SFLLEGNLVTLSCETKLLLORPGLOLYFSFYMGSKTLRGRNTSSEYQILT
FCGR1B isoform 1 (183) —----------—-—-—-—-—-- - - -
FCGR1B isoform2 (91) ——-—---=--=—--——-—-——“———“—““~—“——— - Q
FCGR1B isoform3 (183) —--—---------—-—-- - - - oo ———m— -
FCGR1B isoform X1 (184) - - - --------—-——--—--——--——-——-—“———— -~~~ -
FCGR1B isoform X2 (98) == ———=—=--——=-=-=-—=-—-—--“-——“—-“-“——————-—-————---—--
Consensus (201)

(251) 251 260 270 280
FCGR1A (250) ARREDSGLYWCEAATEDGNVLKRSPELELQVL
FCGR1A isoform X1 (251) ARREDSGLYWCEAATEDGNVLKRSPELELQVL
FCGR1A isoform X2 (158) ARREDSGLYWCEAATEDGNVLKRSPELELQVL

FCGR1B isoform 1 (183) - ------------—----——------—- OEE v
FCGR1B isoform2 (92) Y----------------- T------- -V
FCGR1B isoform 3 (183) —---------=---=-=--—-=-—------ VKELFPAPVENASVTSPLLE
FCGR1B isoform X1 (184) —————=-—--- == === ————————~—— l [ v.Ll
FCGR1B isoform X2 (98) ——-——-------—=—————————~——~—— i VLEYL
Consensus (251) QYTVKGLQLPTPVWFHVLFYLAV
Section 7
(301) 301 0 40 350

FCGR1A (300)

FCGR1A Isaform X1 (301) &
FCGRIA isoform X2 (208)
FCGR1B isoform 1 (206) &
FCGR1B isoform 2 (114)
FCGR1B isoform 3 (206) CN B Lt
FCGR1B isoform X1 (207)
FCGR1B isoform X2 (121) &
Consensus (301) GIMFLVNTVLWVTIRKELKRKKKWNLEISLDSGHEKKVISSLQEDRHLEE

Section 8

(351) 351 360 375

FCGR1A (350)

FCGR1A isoform X1 (351)
FCGR1A isoform X2 (258)
FCGR1B isoform 1 (256)
FCGR1B isoform 2 (164)
FCGR1B isoform 3 (225)
FCGR1B isoform X1 (257)
FCGR1B isoform X2 (171)
Consensus (351) ELKCQEQKEEQLOEGVHRKEPQGAT

Figure S11: The sequence alignment of proteins of FCGR1A and FCGR1B.

Table S1. Genomic locations of FCGR1 genes.

Gene Genome
Organisms Symbol Chromosome Location Assembly
149782071-
Human FCGR1A 1 149792518 GRCh38.p13
121087345-
Human FCGR1B 1 121097161 GRCh38.p13
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143874743-

Human FCGR1CP 1 143883733 GRCh38.p13
96282909-
96293969,
Mouse Fcgrl 3 complement GRCm38.p6
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