
 

 

 

 

 

 

 

Supplementary Table 1.  Information of 10 core DEGs 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Supplementary Table 2 Gene Ontology enrichment and KEGG pathway analysis 

of the differentially expressed genes.  
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(A-D) The numbers of enriched genes according to the (A) biological process, (B) 

molecular function, (C) cellular component categories (D) KEGG pathway analysis. 

 

 



 

 

    A       GSE13911               B        GSE19826 

 

 
    C       GSE54129               D       GSE65801 

Supplementary Fig. 1 Analysis of the differentially expression genes between 

the STAD and non-STAD using Volcano plots  

Red and green points represent up-regulated and down-regulated genes. No 

differentially expressed genes in black points. (A) DEGs based on GSE13911. (B) 

DEGs based on GSE519826. (C) DEGs based on GSE54129. (D) DEGs based on 

GSE65801. 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


