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Start  (0)

5 ʹ

3 ʹ

90

unknown DNA

CC G A AG C A GT T T CA A G AC C T TT C C CT T T TT A T TA C C TG T A GG G T TT C C TC C A TG G A TC A G TC A T GT G A TT T T AG C A AC C C AT T T GA T C CC

GG C T TC G T CA A A GT T C TG G A AA G G GA A A AA T A AT G G AC A T CC C A AA G G AG G T AC C T AG T C AG T A CA C T AA A A TC G T TG G G TA A A CT A G GG

180

unknown DNA

TA A C GG T A AC A A AA A T AA G A TA T A CT T T GA A A CC A A GA C T CA G T AG A A TT T G AA G A CT G A AA G T CC T T CA C A AT C T GA T T GG A T TT G A AG

AT T G CC A T TG T T TT T A TT C T AT A T GA A A CT T T GG T T CT G A GT C A TC T T AA A C TT C T GA C T TT C A GG A A GT G T TA G A CT A A CC T A AA C T TC

270

unknown DNA

AC T G CG A A GA G T TT G A AG A C TG A A AT C T TC T C TA T C TG A T GT T A TG A T GC A C TA T T TT T C TT G T CC C T CG T T AA G T CA A A GT T C AA A T AT

TG A C GC T T CT C A AA C T TC T G AC T T TA G A AG A G AT A G AC T A CA A T AC T A CG T G AT A A AA A G AA C A GG G A GC A A TT C A GT T T CA A G TT T A TA

360

unknown DNA

AG C A GC A C TA T A GA T A TT T A GA T G AA A A GT A A AA T G TC A G CT T G TA T G CT G G AT T T TG A G CA T G CA A G AA G C AA C A TA A C TT A C TA C T TA

TC G T CG T G AT A T CT A T AA A T CT A C TT T T CA T T TT A C AG T C GA A C AT A C GA C C TA A A AC T C GT A C GT T C TT C G TT G T AT T G AA T G AT G A AT

450

unknown DNA

CA G A TA T A AA C T AT G T AG T G TT T A GG A T TT T C CT A G AT C T TA C A GA A C AG G A AA C T TG A T TT T T CA C T CT C T GA T G AA G T AA G T TG T G AC

GT C T AT A T TT G A TA C A TC A C AA A T CC T A AA A G GA T C TA G A AT G T CT T G TC C T TT G A AC T A AA A A GT G A GA G A CT A C TT C A TT C A AC A C TG

540

unknown DNA

GA T G CT A T CA C C TT C A CG G A GG C T CG A C AG T G GC A T CA A A CC T T AT T G GC T G TA G T TA A T GT T A CT T T CT G T TA G G CT T T GC A A AG G A AA

CT A C GA T A GT G G AA G T GC C T CC G A GC T G TC A C CG T A GT T T GG A A TA A C CG A C AT C A AT T A CA A T GA A A GA C A AT C C GA A A CG T T TC C T TT

630

unknown DNA truncated AmpR promoter

TG T G TT T C CA T C TG C A TG A T CC T A CT T T GT G G AT T C AG G A TG T C CT T T TT C A AT A T TA T T GA A G CA T T TA T C AG G G TT A T TG T C TC A T GA

AC A C AA A G GT A G AC G T AC T A GG A T GA A A CA C C TA A G TC C T AC A G GA A A AA G T TA T A AT A A CT T C GT A A AT A G TC C C AA T A AC A G AG T A CT

720

truncated AmpR promoter

GC G G AT A C AT A T TT G A AT G T AT T T AA A A AA A T AA A C AA A T AG G G GT T C CG C G CA C A TT T C CC C G AA A A GT G C CA C C TG A C GT C T AA G A AA

CG C C TA T G TA T A AA C T TA C A TA A A TT T T TT T A TT T G TT T A TC C C CA A G GC G C GT G T AA A G GG G C TT T T CA C G GT G G AC T G CA G A TT C T TT

810

CC A T TA T T AT C A TG A C AT T A AC C T AT A A AA A T AG G C GT A T CA C G AG G C CC T T TC G T CT T C AA G A AT T C CC A T GG A G TC A A AG A T TC A A AT

GG T A AT A A TA G T AC T G TA A T TG G A TA T T TT T A TC C G CA T A GT G C TC C G GG A A AG C A GA A G TT C T TA A G GG T A CC T C AG T T TC T A AG T T TA

900

AG A G GA C C TA A C AG A A CT C G CC G T AA A G AC T G GC G A AC A G TT C A TA C A GA G T CT C T TA C G AC T C AA T G AC A A GA A G AA A A TC T T CG T C AA

TC T C CT G G AT T G TC T T GA G C GG C A TT T C TG A C CG C T TG T C AA G T AT G T CT C A GA G A AT G C TG A G TT A C TG T T CT T C TT T T AG A A GC A G TT

990

CaMV 35S promoter

CA T G GT G G AG C A CG A C AC G C TT G T CT A C TC C A AA A A TA T C AA A G AT A C AG T C TC A G AA G A CC A A AG G G CA A T TG A G AC T T TT C A AC A A AG

GT A C CA C C TC G T GC T G TG C G AA C A GA T G AG G T TT T T AT A G TT T C TA T G TC A G AG T C TT C T GG T T TC C C GT T A AC T C TG A A AA G T TG T T TC

1080

CaMV 35S promoter

GG T A AT A T CC G G AA A C CT C C TC G G AT T C CA T T GC C C AG C T AT C T GT C A CT T T AT T G TG A A GA T A GT G G AA A A GG A A GG T G GC T C CT A C AA

CC A T TA T A GG C C TT T G GA G G AG C C TA A G GT A A CG G G TC G A TA G A CA G T GA A A TA A C AC T T CT A T CA C C TT T T CC T T CC A C CG A G GA T G TT

1170

CaMV 35S promoter

AT G C CA T C AT T G CG A T AA A G GA A A GG C C AT C G TT G A AG A T GC C T CT G C CG A C AG T G GT C C CA A A GA T G GA C C CC C A CC C A CG A G GA G C AT

TA C G GT A G TA A C GC T A TT T C CT T T CC G G TA G C AA C T TC T A CG G A GA C G GC T G TC A C CA G G GT T T CT A C CT G G GG G T GG G T GC T C CT C G TA
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EcoRV

1260

CaMV 35S promoter

CG T G GA A A AA G A AG A C GT T C CA A C CA C G TC T T CA A A GC A A GT G G AT T G AT G T GA T A TC T C CA C T GA C G TA A G GG A T GA C G CA C A AT C C CA

GC A C CT T T TT C T TC T G CA A G GT T G GT G C AG A A GT T T CG T T CA C C TA A C TA C A CT A T AG A G GT G A CT G C AT T C CC T A CT G C GT G T TA G G GT

1350

CaMV 35S promoter

CT A T CC T T CG C A AG A C CC T T CC T C TA T A TA A G GA A G TT C A TT T C AT T T GG A G AG G A CA G G GT A C CC G G GG A T CC T C TA G A GA A T TC C A GC

GA T A GG A A GC G T TC T G GG A A GG A G AT A T AT T C CT T C AA G T AA A G TA A A CC T C TC C T GT C C CA T G GG C C CC T A GG A G AT C T CT T A AG G T CG

1440

1 5 10
M E G G A G A S E K G

A1

TG C T CA C T CA G T CC T G CG C A AG A G CT C G CT C T CG G A GA A A AA A A CG C G GG A G GC G A TA A T GG A G GG A G GT G C CG G T GC G A GC G A GA A A GG

AC G A GT G A GT C A GG A C GC G T TC T C GA G C GA G A GC C T CT T T TT T T GC G C CC T C CG C T AT T A CC T C CC T C CA C G GC C A CG C T CG C T CT T T CC

1530

15 20 25 30 35 40
T V L V T G A S G F A G S W L V M K L L Q A G Y T V R A T V

A1

GA C G GT G C TG G T CA C G GG G G CG T C GG G C TT C G CC G G CT C C TG G C TC G T CA T G AA G C TC C T CC A G GC C G GC T A CA C C GT C C GG G C GA C C GT

CT G C CA C G AC C A GT G C CC C C GC A G CC C G AA G C GG C C GA G G AC C G AG C A GT A C TT C G AG G A GG T C CG G C CG A T GT G G CA G G CC C G CT G G CA

NdeI

1620

45 50 55 60 65 70
R D P A N V G K T K P L M D L P G A T E R L S I W K A D L A

A1

GC G C GA T C CC G C GA A C GT T G GG A A GA C G AA G C CA T T GA T G GA C C TT C C CG G A GC A A CG G A GC G C CT G T CC A T AT G G AA A G CC G A CC T G GC

CG C G CT A G GG C G CT T G CA A C CC T T CT G C TT C G GT A A CT A C CT G G AA G G GC C T CG T T GC C T CG C G GA C A GG T A TA C C TT T C GG C T GG A C CG

BstXI

1710

75 80 85 90 95 100
E E G S F H D A I R G C T G V F H V A T P M D F L S K D P E

A1

GG A G GA A G GC A G CT T C CA C G AC G C CA T C AG G G GC T G CA C C GG C G TC T T CC A C GT C G CC A C GC C C AT G G AC T T CC T G TC C A AA G A CC C T GA

CC T C CT T C CG T C GA A G GT G C TG C G GT A G TC C C CG A C GT G G CC G C AG A A GG T G CA G C GG T G CG G G TA C C TG A A GG A C AG G T TT C T GG G A CT

BsaBI

1800

105 110 115 120 125 130
N E V I K P T V E G M I S I M R A C K E A G T V R R I V F T

A1

GA A T GA G G TA A T CA A G CC G A CG G T GG A A GG G A TG A T AA G C AT C A TG C G GG C A TG C A AG G A GG C C GG C A CC G T GC G G CG C A TC G T CT T C AC

CT T A CT C C AT T A GT T C GG C T GC C A CC T T CC C T AC T A TT C G TA G T AC G C CC G T AC G T TC C T CC G G CC G T GG C A CG C C GC G T AG C A GA A G TG

1890

135 140 145 150 155 160
S S A G T V N L E E R Q R P V Y D E E S W T D V D F C R R V

A1

TT C C TC C G CC G G GA C G GT C A AC C T GG A G GA G C GG C A GA G G CC C G TC T A CG A C GA G G AA A G CT G G AC C G AC G T CG A C TT C T GC C G TC G C GT

AA G G AG G C GG C C CT G C CA G T TG G A CC T C CT C G CC G T CT C C GG G C AG A T GC T G CT C C TT T C GA C C TG G C TG C A GC T G AA G A CG G C AG C G CA

SexAI*BsiWI

1980

165 170 175 180 185 190
K M T G W M Y F V S K T L A E K A A L A Y A A E H G L D L V

A1

CA A G AT G A CA G G AT G G AT G T AC T T CG T G TC T A AA A C CC T G GC G G AG A A GG C G GC C C TG G C GT A C GC G G CG G A GC A C GG C C TG G A CC T G GT

GT T C TA C T GT C C TA C C TA C A TG A A GC A C AG A T TT T G GG A C CG C C TC T T CC G C CG G G AC C G CA T G CG C C GC C T CG T G CC G G AC C T GG A C CA

2070

195 200 205 210 215 220
T I I P T L V V G P F I S A S M P P S L I T A L A L I T G N

A1

CA C C AT C A TC C C GA C G CT C G TG G T CG G C CC G T TC A T CA G C GC G T CC A T GC C G CC C A GC C T CA T C AC C G CG C T GG C G CT C A TC A C GG G G AA

GT G G TA G T AG G G CT G C GA G C AC C A GC C G GG C A AG T A GT C G CG C A GG T A CG G C GG G T CG G A GT A G TG G C GC G A CC G C GA G T AG T G CC C C TT
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AarI

2160

225 230 235 240 245 250
A P H Y S I L K Q V Q L I H L D D L C D A E I F L F E N P A

A1

CG C G CC G C AC T A CT C G AT C C TC A A GC A G GT G C AG C T CA T C CA C C TC G A CG A C CT C T GC G A CG C C GA G A TC T T CC T C TT C G AG A A CC C G GC

GC G C GG C G TG A T GA G C TA G G AG T T CG T C CA C G TC G A GT A G GT G G AG C T GC T G GA G A CG C T GC G G CT C T AG A A GG A G AA G C TC T T GG G C CG

2250

255 260 265 270 275
A A G R Y V C S S H D V T I H G L A A M L Q G *

A1

CG C G GC C G GG C G CT A C GT T T GC T C CT C G CA C G AC G T CA C C AT C C AC G G CC T C GC C G CC A T GC T C cA G G GA T A GG T A CC C C Ga A G TA C G AC

GC G C CG G C CC G C GA T G CA A A CG A G GA G C GT G C TG C A GT G G TA G G TG C C GG A G CG G C GG T A CG A G gT C C CT A T CC A T GG G G Ct T C AT G C TG

2340

GT C C CG C A RA G G TT C C CC G G GA T C CA G G AC G A CC T C CA G C CG G T GC G C TT C T CG T C CA A G AA G C TC C A GG A C CT C G GG T T CA C C TT C A GG

CA G G GC G T YT C C AA G G GG C C CT A G GT C C TG C T GG A G GT C G GC C A CG C G AA G A GC A G GT T C TT C G AG G T CC T G GA G C CC A A GT G G AA G T CC

2430

TA C A AG A C GC T G GA G G AC A T GT T C GA C G CC G C CA T C CG G A CT T G CC A G GA G A AG G G CC T C AT C C CC C T CG C C AC T G CC G C CG G A GG G G AC

AT G T TC T G CG A C CT C C TG T A CA A G CT G C GG C G GT A G GC C T GA A C GG T C CT C T TC C C GG A G TA G G GG G A GC G G TG A C GG C G GC C T CC C C TG

2520

GG C T TT G C CT C G GT G C GC G C AC C C GG C G AG A C GG A G GC G A CG A T TG G C GC T T AG G C AA C G AT C C CC C G GC T Y TC C C CG T Y GA T A TG A T GC

CC G A AA C G GA G C CA C G CG C G TG G G CC G C TC T G CC T C CG C T GC T A AC C G CG A A TC C G TT G C TA G G GG G C CG A R AG G G GC A R CT A T AC T A CG

AfeI

2610

AA T C AG C T AT C T AT Y T CT T G TT T G CC A A AA A A AA a T AA g G GG A G GT C T TG G C AT A C TC G A TC T A GA G C GC T T TG C A AG A G CG T T AA G G CT

TT A G TC G A TA G A TA R A GA A C AA A C GG T T TT T T TT t A TT c C CC T C CA G A AC C G TA T G AG C T AG A T CT C G CG A A AC G T TC T C GC A A TT C C GA

2700

TA G A TG A C TA T G GC T A CG A T GG A C GA A T AG A G AC A A AG C A TG G A CT G G GT T G CA A T TA A A AA A A AA A A AA A A AA A G GA A T TC T C TA G A GT

AT C T AC T G AT A C CG A T GC T A CC T G CT T A TC T C TG T T TC G T AC C T GA C C CA A C GT T A AT T T TT T T TT T T TT T T TT T C CT T A AG A G AT C T CA

SbfI

2790

t35S

CG A C CT G C AG G C AT G C CC G C TG A A AT C A CC A G TC T C TC T C TA C A AA T C TA T C TC T C TC T A TA A T AA T G TG T G AG T A GT T C CC A G AT A A GG

GC T G GA C G TC C G TA C G GG C G AC T T TA G T GG T C AG A G AG A G AT G T TT A G AT A G AG A G AG A T AT T A TT A C AC A C TC A T CA A G GG T C TA T T CC

2880

t35S

GA A T TA G G GT T C TT A T AG G G TT T C GC T C AT G T GT T G AG C A TA T A AG A A AC C C TT A G TA T G TA T T TG T A TT T G TA A A AT A C TT C T AT C A AT

CT T A AT C C CA A G AA T A TC C C AA A G CG A G TA C A CA A C TC G T AT A T TC T T TG G G AA T C AT A C AT A A AC A T AA A C AT T T TA T G AA G A TA G T TA

2970

-35t35S

lac UV5 promoter

AA A A TT T C TA A T TC C T AA A A CC A A AA T C CA G G GG T A CC G A GC T C GA A T TC T C AC T C AT T A GG C A CC C C AG G C TT T A CA C T TT A T GC T T CC

TT T T AA A G AT T A AG G A TT T T GG T T TT A G GT C C CC A T GG C T CG A G CT T A AG A G TG A G TA A T CC G T GG G G TC C G AA A T GT G A AA T A CG A A GG

3060

-10

lac UV5 promoter

lac operator

GG C T CG T A TA A T GT G T GG A A TT G T GA G C GG A T AA C A AT T T CA C A CA G G AA A C AG G A TC A T GA G C GG A G AA T T AA G G GA G T CA C G TT A T GA

CC G A GC A T AT T A CA C A CC T T AA C A CT C G CC T A TT G T TA A A GT G T GT C C TT T G TC C T AG T A CT C G CC T C TT A A TT C C CT C A GT G C AA T A CT

3150

NOS promoter

CC C C CG C C GA T G AC G C GG G A CA A G CC G T TT T A CG T T TG G A AC T G AC A G AA C C GC A A CG T T GA A G GA G C CA C T CA G C CG C G GG T T TC T G GA

GG G G GC G G CT A C TG C G CC C T GT T C GG C A AA A T GC A A AC C T TG A C TG T C TT G G CG T T GC A A CT T C CT C G GT G A GT C G GC G C CC A A AG A C CT

NheI BmtI

3240

NOS promoter

GT T T AA T G AG C T AA G C AC A T AC G T CA G A AA C C AT T A TT G C GC G T TC A A AA G T CG C C TA A G GT C A CT A T CA G C TA G C AA A T AT T T CT T G TC

CA A A TT A C TC G A TT C G TG T A TG C A GT C T TT G G TA A T AA C G CG C A AG T T TT C A GC G G AT T C CA G T GA T A GT C G AT C G TT T A TA A A GA A C AG
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BclI*

3330

1
M

NOS promoter

NeoR/KanR

AA A A AT G C TC C A CT G A CG T T CC A T AA A T TC C C CT C G GT A T CC A A TT A G AG T C TC A T AT T C AC T C TC A A TC C A GA T C CG G C CC A T GA T C AT

TT T T TA C G AG G T GA C T GC A A GG T A TT T A AG G G GA G C CA T A GG T T AA T C TC A G AG T A TA A G TG A G AG T T AG G T CT A G GC C G GG T A CT A G TA

3420

5 10 15 20 25 30
W I E Q D G L H A G S P A A W V E R L F G Y D W A Q Q T I G

NeoR/KanR

GT G G AT T G AA C A AG A T GG A T TG C A CG C A GG T T CT C C GG C C GC T T GG G T GG A G AG G C TA T T CG G C TA T G AC T G GG C A CA A C AG A C AA T C GG

CA C C TA A C TT G T TC T A CC T A AC G T GC G T CC A A GA G G CC G G CG A A CC C A CC T C TC C G AT A A GC C G AT A C TG A C CC G T GT T G TC T G TT A G CC

KasI
NarI SfoI

PluTI

3510

35 40 45 50 55 60
C S D A A V F R L S A Q G R P V L F V K T D L S G A L N E L

NeoR/KanR

CT G C TC T G AT G C CG C C GT G T TC C G GC T G TC A G CG C A GG G G CG C C CG G T TC T T TT T G TC A A GA C C GA C C TG T C CG G T GC C C TG A A TG A A CT

GA C G AG A C TA C G GC G G CA C A AG G C CG A C AG T C GC G T CC C C GC G G GC C A AG A A AA A C AG T T CT G G CT G G AC A G GC C A CG G G AC T T AC T T GA

MscI

3600

65 70 75 80 85 90
Q D E A A R L S W L A T T G V P C A A V L D V V T E A G R D

NeoR/KanR

GC A G GA C G AG G C AG C G CG G C TA T C GT G G CT G G CC A C GA C G GG C G TT C C TT G C GC A G CT G T GC T C GA C G TT G T CA C T GA A G CG G G AA G G GA

CG T C CT G C TC C G TC G C GC C G AT A G CA C C GA C C GG T G CT G C CC G C AA G G AA C G CG T C GA C A CG A G CT G C AA C A GT G A CT T C GC C C TT C C CT

3690

95 100 105 110 115 120
W L L L G E V P G Q D L L S S H L A P A E K V S I M A D A M

NeoR/KanR

CT G G CT G C TA T T GG G C GA A G TG C C GG G G CA G G AT C T CC T G TC A T CT C A CC T T GC T C CT G C CG A G AA A G TA T C CA T C AT G G CT G A TG C A AT

GA C C GA C G AT A A CC C G CT T C AC G G CC C C GT C C TA G A GG A C AG T A GA G T GG A A CG A G GA C G GC T C TT T C AT A G GT A G TA C C GA C T AC G T TA

BsaAI

3780

125 130 135 140 145 150
R R L H T L D P A T C P F D H Q A K H R I E R A R T R M E A

NeoR/KanR

GC G G CG G C TG C A TA C G CT T G AT C C GG C T AC C T GC C C AT T C GA C C AC C A AG C G AA A C AT C G CA T C GA G C GA G C AC G T AC T C GG A T GG A A GC

CG C C GC C G AC G T AT G C GA A C TA G G CC G A TG G A CG G G TA A G CT G G TG G T TC G C TT T G TA G C GT A G CT C G CT C G TG C A TG A G CC T A CC T T CG

3870

155 160 165 170 175 180
G L V D Q D D L D E E H Q G L A P A E L F A R L K A R M P D

NeoR/KanR

CG G T CT T G TC G A TC A G GA T G AT C T GG A C GA A G AG C A TC A G GG G C TC G C GC C A GC C G AA C T GT T C GC C A GG C T CA A G GC G C GC A T GC C C GA

GC C A GA A C AG C T AG T C CT A C TA G A CC T G CT T C TC G T AG T C CC C G AG C G CG G T CG G C TT G A CA A G CG G T CC G A GT T C CG C G CG T A CG G G CT

3960

185 190 195 200 205 210
G E D L V V T H G D A C L P N I M V E N G R F S G F I D C G

NeoR/KanR

CG G C GA G G AT C T CG T C GT G A CC C A TG G C GA T G CC T G CT T G CC G A AT A T CA T G GT G G AA A A TG G C CG C T TT T C TG G A TT C A TC G A CT G T GG

GC C G CT C C TA G A GC A G CA C T GG G T AC C G CT A C GG A C GA A C GG C T TA T A GT A C CA C C TT T T AC C G GC G A AA A G AC C T AA G T AG C T GA C A CC

RsrII

4050

215 220 225 230 235 240
R L G V A D R Y Q D I A L A T R D I A E E L G G E W A D R F

NeoR/KanR

CC G G CT G G GT G T GG C G GA C C GC T A TC A G GA C A TA G C GT T G GC T A CC C G TG A T AT T G CT G A AG A G CT T G GC G G CG A A TG G G CT G A CC G C TT

GG C C GA C C CA C A CC G C CT G G CG A T AG T C CT G T AT C G CA A C CG A T GG G C AC T A TA A C GA C T TC T C GA A C CG C C GC T T AC C C GA C T GG C G AA
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4140

245 250 255 260 265
L V L Y G I A A P D S Q R I A F Y R L L D E F F *

NeoR/KanR

CC T C GT G C TT T A CG G T AT C G CC G C TC C C GA T T CG C A GC G C AT C G CC T T CT A T CG C C TT C T TG A C GA G T TC T T CT G A GC G G GA C T CT G G GG

GG A G CA C G AA A T GC C A TA G C GG C G AG G G CT A A GC G T CG C G TA G C GG A A GA T A GC G G AA G A AC T G CT C A AG A A GA C T CG C C CT G A GA C C CC

BstBI

4230

TT C G AA A T GA C C GA C C AA G C GA C G CC C A AC C T GC C A TC A C GA R a AT T T CG A T TC C A CC G C CG C C TT C W AT G A AA G G TT G G GC T T CG G A AT

AA G C TT T A CT G G CT G G TT C G CT G C GG G T TG G A CG G T AG T G CT Y t TA A A GC T A AG G T GG C G GC G G AA G W TA C T TT C C AA C C CG A A GC C T TA

4320

OCS terminator

CG T T TT C C GG G A CG C C GG C T GG A T GA T C CT C C AG C G CG G G GA T C TC A T GC T G GA G T TC T T CG C C CA C C CC C T GC T T TA A T GA G A TA T G CG

GC A A AA G G CC C T GC G G CC G A CC T A CT A G GA G G TC G C GC C C CT A G AG T A CG A C CT C A AG A A GC G G GT G G GG G A CG A A AT T A CT C T AT A C GC

ApaLI

4410

OCS terminator

AG A C GC C T AT G A TC G C AT G A TA T T TG C T TT C A AT T C TG T T GT G C AC G T TG T A AA A A AC C T GA G C AT G T GT A G CT C A GA T C CT T A CC G C CG

TC T G CG G A TA C T AG C G TA C T AT A A AC G A AA G T TA A G AC A A CA C G TG C A AC A T TT T T TG G A CT C G TA C A CA T C GA G T CT A G GA A T GG C G GC

4500

OCS terminator

GT T T CG G T TC A T TC T A AT G A AT A T AT C A CC C G TT A C TA T C GT A T TT T T AT G A AT A A TA T T CT C C GT T C AA T T TA C T GA T T GT A C CC T A CT

CA A A GC C A AG T A AG A T TA C T TA T A TA G T GG G C AA T G AT A G CA T A AA A A TA C T TA T T AT A A GA G G CA A G TT A A AT G A CT A A CA T G GG A T GA

BsrGI

4590

OCS terminator

AC T T AT A T GT A C AA T A TT A A AA T G AA A A CA A T AT A T TG T G CT G A AT A G GT T T AT A G CG A C AT C T AT G A TA G A GC G C CA C A AT A A CA A A CA

TG A A TA T A CA T G TT A T AA T T TT A C TT T T GT T A TA T A AC A C GA C T TA T C CA A A TA T C GC T G TA G A TA C T AT C T CG C G GT G T TA T T GT T T GT

AgeI

4680

OCS terminator

AT T G CG T T TT A T TA T T AC A A AT C C AA T T TT A A AA A A AG C G GC A G AA C C GG T C AA A C CT A A AA G A CT G A TT A C AT A A AT C T TA T T CA A A TT

TA A C GC A A AA T A AT A A TG T T TA G G TT A A AA T T TT T T TC G C CG T C TT G G CC A G TT T G GA T T TT C T GA C T AA T G TA T T TA G A AT A A GT T T AA

MreIPasI

4770

OCS terminator

TC A A AA G T GC C C CA G G GG C T AG T A TC T A CG A C AC A C CG A G CG G C GA A C TA A T AA C G CT C A CT G A AG G G AA C T CC G G TT C C CC G C CG G C GC

AG T T TT C A CG G G GT C C CC G A TC A T AG A T GC T G TG T G GC T C GC C G CT T G AT T A TT G C GA G T GA C T TC C C TT G A GG C C AA G G GG C G GC C G CG

4860

OCS terminator

GC A T GG G T GA G A TT C C TT G A AG T T GA G T AT T G GC C G TC C G CT C T AC C G AA A G TT A C GG G C AC C A TT C A AC C C GG T C CA G C AC G G CG G C CG

CG T A CC C A CT C T AA G G AA C T TC A A CT C A TA A C CG G C AG G C GA G A TG G C TT T C AA T G CC C G TG G T AA G T TG G G CC A G GT C G TG C C GC C G GC

PspOMI ApaI

4950

OCS terminator

GG T A AC C G AC T T GC T G CC C C GA G A AT T A TG C A GC A T TT T T TT G G TG T A TG T G GG C C CC A A AT G A AG T G CA G G TC A A AC C T TG A C AG T G AC

CC A T TG G C TG A A CG A C GG G G CT C T TA A T AC G T CG T A AA A A AA C C AC A T AC A C CC G G GG T T TA C T TC A C GT C C AG T T TG G A AC T G TC A C TG

NruI

5040

OCS terminator p35A1 backbone

GA C A AA T C GT T G GG C G GG T C CA G G GC G A AT T T TG C G AC A A CA T G TC G A GG C T CA G C AG G G GC T C GA T C CC C T CG C G AG T T GG T T CA G C TG

CT G T TT A G CA A C CC G C CC A G GT C C CG C T TA A A AC G C TG T T GT A C AG C T CC G A GT C G TC C C CG A G CT A G GG G A GC G C TC A A CC A A GT C G AC

5130

p35A1 backbone

CT G C CT G A GG C T GG A C GA C C TC G C GG A G TT C T AC C G GC A G TG C A AA T C CG T C GG C A TC C A GG A A AC C A GC A G CG G C TA T C CG C G CA T C CA

GA C G GA C T CC G A CC T G CT G G AG C G CC T C AA G A TG G C CG T C AC G T TT A G GC A G CC G T AG G T CC T T TG G T CG T C GC C G AT A G GC G C GT A G GT
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5220

p35A1 backbone

TG C C CC C G AA C T GC C A GG A A TG G G GA A G GC A C AA T G GC C C CC T T TG G T CC A T CC A A CC G A TG C C CT T G AA A A CC T T CA A C CC A G TC A G CT

AC G G GG G C TT G A CG G T CC T T AC C C CT T C CG T G TT A C CG G G GG A A AC C A GG T A GG T T GG C T AC G G GA A C TT T T GG A A GT T G GG T C AG T C GA

End  (5233)

3 ʹ

5 ʹ

5233

p35A1 backbone

CC T T CC G G TG G G C

GG A A GG C C AC C C G
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