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Supplementary Figure 1 

 

 

Supplementary Figure 1: Detection of circulating nucleosomes associated with H3.1 or H3R8Cit in 

plasma of COVID-19 patients with SARS or COVID-19 patients without SARS. Plasma from COVID-

19 patients with SARS (n=25) and COVID-19 patients without SARS (n=10) were assayed with Nu.Q H3.1 

(A) or Nu.Q H3R8Cit (B). COVID-19 patients were compared using a Wilcoxon-Mann-Whitney test and not 

significantly different from each other. 
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Figure 2: Detection of circulating nucleosomes associated with H3.1 or H3R8Cit in plasma of COVID-19 patients with 
SARS or COVID-19 patients without SARS. Plasma from COVID-19 patients with SARS (n=25) and COVID-19 patients without 
SARS (n=10) were assayed with Nu.Q H3.1 (A) or Nu.Q H3R8Cit (B). COVID-19 patients were compared with controls by a 
Wilcoxon-Mann-Whitney test.


