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Table S1. Sequence identities of SARS-CoV-2 proteins mentioned in this manuscript with their homologs. The binary alignments were performed using Lalign Server tool.

	
	Sequence identity (%)

	SARS-CoV-2
	SARS-CoV
	MERS-CoV
	IBV-CoV
	MHV

	N protein
	90.5
	71
	27.5
	33.1

	Nsp10
	97.1
	59.3
	54.8
	52.5

	Nsp12
	96.4
	71.1
	61.9
	66.3

	Nsp13
	99.8
	71.4
	58
	67.3

	Nsp14
	95.1
	62.6
	52
	82.5
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