
0

2

4

6

8

−l
og

10
(p
−v

al
ue

)

0

20

40

60

80

100

R
ecom

bination rate (cM
/M

b)

JAK1

RAVER2
65.25 65.3 65.35

Position on chr1 (Mb)

0.2
0.4
0.6
0.8

r2

GBM biopsy H3K4me1

Normal astrocytes H3K4me1

GBM biopsy H3K27ac

Supplementary Figure 2A. 1p31.3

rs2780816
(JAK1)

GWAS SNP
rs12752552



0

2

4

6

8

− l
og

10
(p
−v

al
ue

)

0

20

40

60

80

100

R
ecom

bination rate (cM
/M

b)

C2orf80

209.046 209.047 209.048 209.049 209.05 209.051 209.052
Position on chr2 (Mb)

0.2
0.4
0.6
0.8

r2

H9 cells H3K9me3

Supplementary Figure 2B. 2q33.3

rs11883992
(C2orf80)

GWAS SNP
rs7572263



1

1.5

2

2.5

3

3.5

4

− l
og

10
(p
−v

al
ue

)

0

20

40

60

80

100

R
ecom

bination rate (cM
/M

b)

TERT

1.275 1.28 1.285 1.29 1.295 1.3
Position on chr5 (Mb)

0.2
0.4
0.6
0.8

r2

GBM stem cells H3K27me3

H9 derived neuronal progenitor cultured cells H3K27me3

Supplementary Figure 2C. 5p15.33

rs7712562
(TERT)

GWAS SNP
rs10069690



1

2

3

4

5

6

7

− l
og

10
(p

−v
al

ue
)

0

20

40

60

80

100

R
ecom

bination rate (cM
/M

b)

EGFRSNORA73 RP4−791C19.1

54.9 54.95 55 55.05 55.1 55.15
Position on chr7 (Mb)

0.2
0.4
0.6
0.8

r2

GBM biopsy H3K4me1

GBM biopsy H3K27ac

Supplementary Figure 2D. 7p11.2

rs80013346
(EGFR)

GWAS SNP
rs723527

GWAS SNP
rs75061358



0

2

4

6

− l
og

10
(p

−v
al

ue
)

0

20

40

60

80

100

R
ecom

bination rate (cM
/M

b)

RP11−541N10.3 STN1

105.63 105.64 105.65 105.66 105.67 105.68
Position on chr10 (Mb)

0.2
0.4
0.6
0.8

r2

Supplementary Figure 2E. 10q24.33

rs10883948
(RP11-541N10.3)

GWAS SNP
rs11598018



0

1

2

3

4

− l
og

10
(p

−v
al

ue
)

0

20

40

60

80

100

R
ecom

bination rate (cM
/M

b)

BCL9LTREH DDX6ARCN1

RNU6−1157P

PHLDB1

AP002954.3

TREHP1

RNU6−376P

AP002954.4

RP11−158I9.8

RP11−158I9.1

SETP16

Y_RNA

CXCR5

RP11−158I9.5

MIR4492

UPK2

118.45 118.5 118.55 118.6 118.65 118.7 118.75 118.8
Position on chr11 (Mb)

0.2
0.4
0.6
0.8

r2

GBM stem cells H3K27me3

Supplementary Figure 2F. 11q23.3

rs573905
(BCL9L)

GWAS SNP
rs12803321



0

2

4

6

8

10

12

14

− l
og

10
(p
−v

al
ue

)

0

20

40

60

80

100

R
ecom

bination rate (cM
/M

b)

SCAPERETFA

TYRO3P

ISL2

RP11−685G9.2

RP11−685G9.4
76.54 76.56 76.58 76.6 76.62 76.64 76.66

Position on chr15 (Mb)

0.2
0.4
0.6
0.8

r2

GBM biopsy H3K4me1

GBM biopsy H3K27ac

H9 cells DNase

Supplementary Figure 2G. 15q24.2

rs1875884
(SCAPER)

GWAS SNP
rs77633900



0

10

20

30

− l
og

10
(p
−v

al
ue

)

0

20

40

60

80

100

R
ecom

bination rate (cM
/M

b)

HEATR3

RP11−429P3.3 RP11−429P3.8 RNY4P3

RP11−429P3.5
50.1 50.11 50.12 50.13

Position on chr16 (Mb)

0.2
0.4
0.6
0.8

r2

GBM stem cells H3K27ac

GBM stem cells H3K4me3

Normal astrocytes H3K4me3

Malignant GBM DNase

Supplementary Figure 2H. 16q12.1

rs8052492
(HEATR3) GWAS SNP

rs10852606


	1p-v5-wo-gg
	supp-o-eqtl-2q-v8
	5p_v2
	7p-v5-wo-gg
	10q-wo-gg-v4
	11q_v7
	15q-v5-wo-gg
	16q-v4-wo-gg

