Supplementary Tables and Figures
Supplementary Table 1 Altered Lipid species at 6 months in Fraction1
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Values in columns 5-8 represent total class intensities standardized to total intensity for each sample. 
Red; decreased in HD
Green; increased in HD

















Supplementary Table 2 Altered lipid species at 6 months in Fraction 2
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Values in columns 5-8 represent total class intensities standardized to total intensity for each sample. 
Red; decreased in HD
Green; increased in HD












Supplementary Table 3 Altered Lipid species at 2 months in Fraction 1
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Values in columns 5-8 represent total class intensities standardized to total intensity for each sample. 
Red; decreased in HD
Green; increased in HD









Supplementary Table 4 Lipid species not detectable in Q175/Q7 at 2 months in Fraction 1
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Values in columns 5-8 represent total class intensities standardized to total intensity for each sample. 
Red; decreased in HD
Green; increased in HD
Supplementary Table 5 Lipid species not detectable in Q7/Q7 at 2 months in Fraction 1
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Values in columns 5-8 represent total class intensities standardized to total intensity for each sample. 
Red; decreased in HD
Green; increased in HD


Supplementary Table 6 Altered Lipid Species at 2 months in Fraction 2
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Values in columns 5-8 represent total class intensities standardized to total intensity for each sample. 
Red; decreased in HD
Green; increased in HD





Supplementary Table 7 Lipid species not detectable in Q175/Q7 at 2 months in Fraction 2
[image: ]
Values in columns 5-8 represent total class intensities standardized to total intensity for each sample. 
Red; decreased in HD
Green; increased in HD

Supplementary Table 8 Lipid species Not Detectable in Q7/Q7 at 2 months in Fraction 2
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Values in columns 5-8 represent total class intensities standardized to total intensity for each sample. 
Red; decreased in HD
Green; increased in HD

Supplementary Table 9. Human brain information
	Code
	Genotype
	Age
	Sex
	PMI (hrs)

	Z060
	Control
	76
	F
	12.75

	Z125
	Control
	64
	M
	17

	Z021
	Control
	68
	F
	11

	Z008
	HD
	61
	F
	11

	1429
	HD
	72
	M
	19

	1484
	HD
	78
	F
	13


PMI = Post mortem interval; CAG repeat data not available, cases were verified as HD by the presence of mutant huntingtin in western blot assay
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Supplementary Figure 1. Subcellular distribution of different proteins using Optiprep gradients for the separation. Postnuclear supernatants from fresh striatal homogenates were under-laid and separated on 10-35% continuous Optiprep gradients by ultracentrifugation in a SW41 swing bucket rotor for 2.5 hours at 37,000 rpm (100,000xg) at 4 degrees C. Western blots of 0.75 ml fractions (Fractions 1-16) were loaded by equal volume onto two SDS-PAGE gels (4-12% Bis-Tris). A. Examples are shown of blots probed with antibodies against proteins that are known to be enriched in different subcellular compartments: SNAP25 (pre-synaptic vesicles), Syntaxin6 (TGN and TGN-derived small vesicles en route to PM), Transferrin receptor (PM and recycling compartment), Na+/K+ ATPase (PM), calnexin (endoplasmic reticulum (ER), Cathepsin D (lysosome), and cytochrome C (mitochondria). B. Graphs of average percent of total pixel intensity for fractions 1-16 are shown for N=3-5 mice. 
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Supplementary Figure 2. A. Shown are representative images taken with digital camera and scanned film for GLUT3. B. Representative images of fractions 1, 2, and 3 taken either with digital camera or scanned film for the data graphed in Figure 2. 
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Supplementary Figure 3.  Subcellular fractionation by density gradient ultracentrifugation of 2-month old mouse striatum.  A. Line graphs show mean percent of total signal ± SD obtained in fractions 1-15 for each fraction.  There was no significant difference between Q7/Q7 and Q175/Q7 in any of the fractions for Calnexin (N=9), Transferrin receptor (Q7/Q7 N=8, Q175/Q7 N=9), GLUT3 (N=8), NaK ATPase (N=9), SNAP25 (Q7/Q7 N=8, Q175/Q7 N=6) or XK (N=9).  B. Bar graph shows mean ± SD WT Huntingtin (HTT) signal as a percent of total WT HTT signal in each of 15 fractions summed across all fractions in Q7/Q7 and Q175/Q7 2-month old mice. There was no significant difference in WT HTT signal between Q7/Q7 and Q175/Q7 mice for any of the fractions (unpaired t test, N=3). C. Bar graph shows percent of WT and mutant HTT signal in each of 15 fractions as a percent of total WT and mutant HTT signal summed across all fractions in Q175/Q7 2-month old mice. There was no significant difference between WT and mutant HTT signal in Q175/Q7 mice for any of the fractions (unpaired t test, N=3).











[image: ]
[image: ] Supplementary Figure 4. Levels of (A) glycerophospholipids by class and (B) other lipids detected by LC-MS/MS in fractions 1 and 2 of continuous density gradients of fractionated Q175/Q7 and Q7/Q7 striata at 6 months. Lipid were isolated from 100 ul of fractions 1 and 2 using MBTE and analyzed by LC-MS/MS.  Bar graphs ±SD show mean intensity for the sum of lipids within each class as a percent of total lipids detected.  Lipids are grouped by their relative abundance and compared between WT (white bars) and HD mice (gray bars) (N=9 per genotype; unpaired t-test). When considered by subclass, levels of high abundant lipids in the fractions are not significantly different between WT and HD. Three lipids of low/medium abundance were significantly different between WT and HD (ChE, Cholesterol ester; Pet, phosphatidylethanol; LPI. lysophosphatidylinositol). See also Table 2.
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Supplementary Figure 5. Levels of total cholesterol ester species measured using Amplex Red in fractions 1 and 2 of continuous density gradients of fractionated Q175/Q7 and Q7/Q7 striata. After subcellular fractionation in a 0-35% continuous iodixanol gradient small amounts of fractions 1-2 were analyzed using the Amplex red cholesterol kit (3-5 l for 6 month samples and 10 l for 2 month samples). The Tukey style box plots show the lower and upper hinges corresponding to the first and third quartiles (the 25th and 75th percentiles) for both Q7/Q7 and Q175/Q7 in fractions 1 and 2 as described in Methods. There was no significant difference in cholesterol concentration between Q175/Q7 and Q7/Q7 in any of the fractions at 6 months (A, unpaired t-test, N=7) or 2 months (B, unpaired t-test, N=9). Note that the y-axis scales are different for each graph and for 6 months samples in A, insufficient material remained to perform this test for 2 pairs of mice.









[bookmark: _Hlk37060258][image: ] 
[image: ]
[image: ]
[image: ]
Supplementary Figure 6. Levels of glycerophospholipids by subclass and other lipids detected by LC-MS/MS in fractions 1 and 2 of continuous density gradients of fractionated Q175/Q7 and Q7/Q7 striata at 2 months. Lipid were isolated from 100 ul of fractions 1 and 2 using MBTE and analyzed by LC-MS/MS.  Bar graphs ±SD show mean intensity for the sum of lipids within each class as a percent of total lipids detected.  Lipids are grouped arbitrarily by their relative abundance and compared between WT (white bars) and HD mice (gray bars) (N=9 per genotype; unpaired t-test).  Supplementary Figure 4A. Glycerophospholipids that were significant at 2 months in F1: PA (*p = 0.04229), phSM (**p = 0.001811), PIP2 (*p= 0.013661). Supplementary Figure 4B. Other lipids that were significant in F1at 2 months: Cer (**p= 0.000366), ST (*p = 0.016365), MGDG (*p =0.03814), SDDG (*p = 0.010991), CerG2 (*p = 0.044629). Supplementary Figure 4C. Glycerophospholipids that were significant at 2 months in F2: None. Supplementary Fig 4D. Other lipids that were significant in F2: Acca (*p = 0.02024), DG (*p = 0.020947). See also Table2.
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Supplementary Figure 7.  Subcellular fractionation by density gradient ultracentrifugation of human putamen.  Dorsal putamen was fractionated as described in Methods. Fractions 1-16 were removed from top to bottom. Fractions were assessed by SDS-PAGE and western blot analysis using the cell compartment markers indicated in Figure 6A to ensure complete separation. Equal volumes of each fraction were loaded per lane. Fractions 3-8 were analyzed in pairs and run on the same gel to eliminate variability due to different runs. Seven probes were analyzed by western blot for each gel (Calnexin, GLUT3, Na+/K+ ATPase, NMDAR 2b, PSD95, SNAP25 and XK). Band intensity for each fraction was standardized to sum of intensities for bands in fractions 3-8. Line graphs show mean percent of total signal ± SD obtained in fractions 3-8 for each fraction (N=3).  There were no significant differences between control and HD for NaK ATPase, NMDAR 2b, SNAP25, or PSD95.  
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ClassClass names Lipid Ion Ion Formula Mean Q7/Q7 F2SD Q7/Q7 F2Mean  Q175/Q7 F2SD Q175/Q7 F2T.test

AcCaAcyl Carnitine AcCa(11:3)+H C18 H30 O4 N1 0.032621 0.059050 0.122046 0.104046 0.043502479

AcCaAcyl Carnitine AcCa(12:3)+H C19 H32 O4 N1 0.051075 0.032374 0.003886 0.005114 0.002274116

AcCaAcyl Carnitine AcCa(12:3)+H C19 H32 O4 N1 0.016067 0.011686 0.000418 0.000355 0.003849647

AcCaAcyl Carnitine AcCa(12:3)+H C19 H32 O4 N1 0.022774 0.018419 0.001305 0.001301 0.008094986

AcCaAcyl Carnitine AcCa(12:3)+H C19 H32 O4 N1 0.013069 0.011271 0.002639 0.002628 0.024568858

AcCaAcyl Carnitine AcCa(12:3)+H C19 H32 O4 N1 0.012345 0.011026 0.002575 0.003471 0.030535017

AcCaAcyl Carnitine AcCa(12:3)+H C19 H32 O4 N1 0.078421 0.070286 0.018529 0.016683 0.03485747

AcCaAcyl Carnitine AcCa(12:3)+H C19 H32 O4 N1 0.005692 0.005642 0.000959 0.001731 0.038144014

AcCaAcyl Carnitine AcCa(16:0)+H C23 H46 O4 N1 0.000006 0.000007 0.000034 0.000035 0.042346284

AcCaAcyl Carnitine AcCa(20:3)+H C27 H48 O4 N1 0.017160 0.010220 0.000242 0.000321 0.001095848

AcCaAcyl Carnitine AcCa(20:3)+H C27 H48 O4 N1 0.049579 0.036789 0.000473 0.000868 0.003922919

AcCaAcyl Carnitine AcCa(20:3)+H C27 H48 O4 N1 0.035728 0.023958 0.005534 0.007799 0.005150396

AcCaAcyl Carnitine AcCa(20:3)+H C27 H48 O4 N1 0.000622 0.000973 0.002414 0.001519 0.010207855

AcCaAcyl Carnitine AcCa(20:3)+H C27 H48 O4 N1 0.000055 0.000067 0.008716 0.010918 0.044552144

DG Diglyceride DG(17:2)+NH4 C20 H38 O5 N1 0.000654 0.000422 0.000272 0.000255 0.036625605

PC Phosphotidylchioline PC(18:0/18:1)+HCOOC42 H83 O8 N1 P1 0.000401 0.000526 0.001948 0.001445 0.012817233

PC Phosphotidylchioline PC(34:1)+H C42 H83 O8 N1 P1 0.008422 0.014476 0.051914 0.030989 0.002722307

PC Phosphotidylchioline PC(34:1)+H C42 H83 O8 N1 P1 0.008578 0.014700 0.048969 0.034720 0.008454311

PC Phosphotidylchioline PC(34:1)+H C42 H83 O8 N1 P1 0.008064 0.014965 0.041970 0.036861 0.027426337

PC Phosphotidylchioline PC(34:1)+H C45 H87 O10 N1 P1 0.008064 0.014965 0.035893 0.034110 0.046652966

PE Phosphotidylethanolamine PE(18:0/20:4)+H C43 H79 O8 N1 P1 0.002031 0.004181 0.006455 0.003972 0.035178324

PE Phosphotidylethanolamine PE(18:0/22:4)+H C45 H83 O8 N1 P1 0.001213 0.001657 0.003495 0.001565 0.008443143

Table 8 Altered Lipid Species at 2 months in F2
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V1

Class Class Names Lipid Ion Ion Formula Mean Q7/Q7 F2 SD Q7/Q7 F2 Mean Q175/Q7 F2 SD Q175/Q7 F2

Cer Ceramides Cer(d18:1/18:0)+H C36 H72 O3 N1 0.001343781 0.001499029ND ND

TG Triglycerides TG(20:4/10:3/10:3)+NH4 C43 H66 O6 N1 0.022433537 0.025235236ND ND

BisMePA Bis-Methyl Phosphotidic acid BisMePA(14:1/14:1)+NH4 C33 H65 O8 N1 P1 0.003699712 0.003832055ND ND

DG Diglyceride DG(18:0/16:0)+NH4 C37 H76 O5 N1 0.001180166 0.001327686ND ND

PC Phosphotidylcholine PC(34:1)+H C42 H83 O8 N1 P1 0.00209272 0.002288591ND ND

TG Triglyceride TG(20:4/10:3/10:3)+NH4 C43 H66 O6 N1 0.001374426 0.00145187ND ND

Table 9 Lipid Species Not Decteable in Q175/Q7 at  months in F2
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V1

ClassClass Names Lipid Ion Ion Formula Mean Q7/Q7 F2SD Q7/Q7 F2Mean Q175/Q7 F2SD Q175/Q7 F2

DG Diglyceride DG(16:0/16:0)+NH4 C35 H72 O5 N1 ND ND 0.000338569 0.000467629

PC Phosphotidlycholine PC(34:0)+H C42 H85 O8 N1 P1 ND ND 0.001005032 0.001438017

PC Phosphotidlycholine PC(16:0/18:1)+HCOO C43 H83 O10 N1 P1ND ND 0.00135122 0.002445934

PC Phosphotidlycholine PC(34:1)+H C42 H83 O8 N1 P1 ND ND 0.00079523 0.001362368

PC Phosphotidlycholine PC(36:1)+H C44 H87 O8 N1 P1 ND ND 0.002987896 0.005664161

PC Phosphotidlycholine PC(36:4)+H C44 H81 O8 N1 P1 ND ND 0.002322077 0.003752911

PC Phosphotidlycholine PC(38:5)+H C46 H83 O8 N1 P1 ND ND 0.002731747 0.00505501

PI Phosphoinositiol PI(18:0/20:4)-H C47 H82 O13 N0 P1ND ND 7.37844E-05 7.92004E-05

DG Diglyceride DG(18:0/18:0)+NH4 C39 H80 O5 N1 ND ND 0.000189771 0.000383667

PC Phosphotidlycholine PC(34:0)+H C42 H85 O8 N1 P1 ND ND 0.000733539 0.00165256

PE Phosphotidlyethanolamine PE(18:0p/22:4)+H C45 H83 O7 N1 P1 ND ND 0.000659699 0.001241765

SM Sphingomyelin SM(d36:1)+H C41 H84 O6 N2 P1 ND ND 0.002438544 0.004772369

TG Triglyceride TG(4:0/16:0/16:0)+NH4C39 H78 O6 N1 ND ND 0.00017734 0.000270285

TG Triglyceride TG(37:1)+NH4 C40 H78 O6 N1 ND ND 0.002009243 0.004222968

TG Triglyceride TG(6:0/16:0/16:0)+NH4C41 H82 O6 N1 ND ND 0.000303026 0.000757725

TG Triglyceride TG(6:0/13:0/20:1)+NH4C42 H82 O6 N1 ND ND 0.000625741 0.001071905

TG Triglyceride TG(4:0/17:1/18:0)+NH4C42 H82 O6 N1 ND ND 0.001704859 0.004789457

TG Triglyceride TG(6:0/16:0/18:1)+NH4C43 H84 O6 N1 ND ND 0.000897167 0.002251696

Table 10 Lipid Species Not Detectable in Q7/Q7 at months in F2
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Class Class Name Lipid Ion Ion Formula Mean Q7/Q7 F1SD Q7/Q7 F1Mean Q175/Q7 F1SD Q175/Q7 F1T.test

CL Cardiolipin CL(23:0/16:0/18:0/22:5)-2H C88 H160 O17 P2 0.00003854 0.00002219 0.00001734 0.000011680.02593051

CerG1Simple Glc series CerG1(d39:1+pO)-H C45 H86 O9 N1 0.00000005 0.00000006 0.00000869 0.000008840.01898591

CerG1Simple Glc series CerG1(d18:1/25:0)+H C49 H96 O8 N1 0.00001621 0.00001300 0.00003794 0.000018430.01161220

CerP Ceramides phosphate CerP(d18:1/30:4)+H C48 H89 O6 N1 P1 0.00001624 0.00001956 0.00005081 0.000034390.02150394

LPC lysophosphatidylcholine LPC(20:4)+H C28 H51 O7 N1 P1 0.00002228 0.00001498 0.00005045 0.000020710.00495536

MGDGMonogalactosyldiacylglycerol MGDG(16:0/18:1)+HCOO C44 H81 O12 0.00011667 0.00006324 0.00004371 0.000036440.01042069

PC phosphatidylcholine PC(33:2)+H C41 H79 O8 N1 P1 0.00021496 0.00006131 0.00016277 0.000038020.04855213

PC phosphatidylcholine PC(34:2)+H C42 H81 O8 N1 P1 0.00188045 0.00127590 0.00374924 0.001990490.03305784

PC phosphatidylcholine PC(36:3)+H C44 H83 O8 N1 P1 0.00062562 0.00013386 0.00090210 0.000249760.01243794

PC phosphatidylcholine PC(36:4p)+H C44 H81 O7 N1 P1 0.00050843 0.00029990 0.00440868 0.004894700.04390531

PC phosphatidylcholine PC(36:5p)+HCOO C45 H79 O9 N1 P1 0.00004883 0.00002996 0.00001729 0.000022270.02307581

PC phosphatidylcholine PC(40:7p)+H C48 H83 O7 N1 P1 0.00001083 0.00001009 0.00002741 0.000014640.01409062

PE phosphatidylethanolamine PE(20:3e)+H C25 H47 O7 N1 P1 0.00000502 0.00000715 0.00001418 0.000010380.04648452

PE phosphatidylethanolamine PE(16:0p/20:4)-H C41 H73 O7 N1 P1 0.00111554 0.00020856 0.00086588 0.000154580.01148342

PE phosphatidylethanolamine PE(16:0p/20:4)+H C41 H75 O7 N1 P1 0.00165170 0.00050125 0.00119518 0.000281440.03372580

PE phosphatidylethanolamine PE(38:0)+H C43 H87 O8 N1 P1 0.00001069 0.00003155 0.00007289 0.000072650.03825451

PE phosphatidylethanolamine PE(18:0p/20:3)+H C43 H81 O7 N1 P1 0.00012895 0.00009148 0.00024623 0.000095640.01718591

PE phosphatidylethanolamine PE(18:1p/20:4)+H C43 H77 O7 N1 P1 0.00379546 0.00120797 0.00222253 0.000817620.00596090

PE phosphatidylethanolamine PE(38:7p)+H C43 H73 O7 N1 P1 0.00017538 0.00004987 0.00012256 0.000050780.04073411

PE phosphatidylethanolamine PE(20:0p/22:6)+H C47 H83 O7 N1 P1 0.00003202 0.00002633 0.00006167 0.000028010.03434985

PE phosphatidylethanolamine PE(42:7p)+H C47 H81 O7 N1 P1 0.00021139 0.00004664 0.00025692 0.000035770.03461230

PE phosphatidylethanolamine PE(20:3/22:6)-H C47 H75 O8 N1 P1 0.00000298 0.00000440 0.00000839 0.000005500.03585310

PS phosphatidylserine PS(18:0/18:1)-H C42 H79 O10 N1 P1 0.00348860 0.00110214 0.00463023 0.001174160.04941410

PS phosphatidylserine PS(38:6p)-H C44 H73 O9 N1 P1 0.00011927 0.00003254 0.00008662 0.000018620.02179720

PS phosphatidylserine PS(18:0/22:4)-H C46 H81 O10 N1 P1 0.00046238 0.00013456 0.00063788 0.000145780.01739973

PS phosphatidylserine PS(40:6p)-H C46 H77 O9 N1 P1 0.00005182 0.00001433 0.00007572 0.000022150.01690080

PS phosphatidylserine PS(18:1/23:1)-H C47 H87 O10 N1 P1 0.00000288 0.00000424 0.00001155 0.000009630.03097164

SM sphingomyelin SM(d18:1/24:4)+H C47 H88 O6 N2 P1 0.00000337 0.00000513 0.00002150 0.000016890.01240594

TG triglyceride TG(44:4p)+H C47 H83 O5 0.00011827 0.00004351 0.00005673 0.000043960.00874061

phSM sphingomyelin(phytosphingosine) phSM(d39:7+hO)+HCOO C45 H78 O10 N2 P1 0.00021359 0.00006568 0.00029014 0.000076880.03767307

Table 3 Altered Lipid Species at 6 months in F1
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Class Class Name Lipid Ion Ion Formula Mean Q7/Q7SD Q7/Q7Mean Q175/Q7SD Q175/Q7T.test

ChE Cholesteryl ester ChE(22:6)+NH4 C49 H80 O2 N1 0.00001410.0000208 0.0000487 0.00002960.0120567

LPE lysophosphatidylethanolamine LPE(18:0p)-H C23 H47 O6 N1 P1 0.00011190.0000657 0.0001961 0.00009010.0390941

LPI lysophosphatidylinositol LPI(18:0)-H C27 H52 O12 N0 P1 0.00003150.0000183 0.0000147 0.00001420.0452129

MePC Methyl-phosphotidylcholine MePC(41:1)+NH4 C50 H102 O8 N2 P1 0.00006730.0000241 0.0001120 0.00005240.0400416

PC phosphatidylcholine PC(16:0/14:0)+HCOO C39 H77 O10 N1 P1 0.00019780.0000229 0.0001474 0.00003220.0017513

PC phosphatidylcholine PC(33:2)+H C41 H79 O8 N1 P1 0.00021510.0000651 0.0001565 0.00004690.0452710

PE phosphatidylethanolamine PE(16:0p/16:0)-H C37 H73 O7 N1 P1 0.00008360.0000157 0.0000581 0.00002160.0119680

PE phosphatidylethanolamine PE(16:0/20:4)+H C41 H75 O8 N1 P1 0.00142300.0003843 0.0007834 0.00059930.0177594

PE phosphatidylethanolamine PE(16:0p/20:4)-H C41 H73 O7 N1 P1 0.00138850.0001671 0.0009200 0.00013720.0000088

PE phosphatidylethanolamine PE(16:0p/20:4)+H C41 H75 O7 N1 P1 0.00193840.0004222 0.0012625 0.00021920.0010982

PE phosphatidylethanolamine PE(16:0p/20:5)-H C41 H71 O7 N1 P1 0.00000240.0000029 0.0000000 0.00000000.0421376

PE phosphatidylethanolamine PE(16:0p/22:6)-H C43 H73 O7 N1 P1 0.00392290.0004173 0.0034761 0.00032700.0230717

PE phosphatidylethanolamine PE(38:7p)+H C43 H73 O7 N1 P1 0.00020480.0000165 0.0001299 0.00002700.0000073

PE phosphatidylethanolamine PE(18:1/22:4)-H C45 H79 O8 N1 P1 0.00127020.0002109 0.0010158 0.00019690.0176757

PE phosphatidylethanolamine PE(42:7p)+H C47 H81 O7 N1 P1 0.00021120.0000315 0.0002535 0.00003840.0213872

PG phosphatidylglycerol PG(18:0/20:4)-H C44 H78 O10 N0 P1 0.00006540.0000227 0.0000430 0.00001970.0401530

PG phosphatidylglycerol PG(18:0/20:4)+NH4 C44 H83 O10 N1 P1 0.00005400.0000154 0.0000357 0.00001640.0264544

PI phosphatidylinositol PI(16:0/20:4)-H C45 H78 O13 N0 P1 0.00052290.0000640 0.0004529 0.00005240.0223368

PI phosphatidylinositol PI(16:0/22:6)-H C47 H78 O13 N0 P1 0.00005340.0000166 0.0000376 0.00001270.0387727

PIP2 phosphatidylinositol2 PIP2(35:1p)-H C44 H84 O18 N0 P3 0.00001230.0000056 0.0000063 0.00000520.0297518

PS phosphatidylserine PS(36:1p)-H C42 H79 O9 N1 P1 0.00000020.0000005 0.0000041 0.00000480.0384210

PS phosphatidylserine PS(18:1/18:1)-H C42 H77 O10 N1 P1 0.00066740.0001013 0.0005587 0.00010050.0362799

PS phosphatidylserine PS(18:1/18:1)+H C42 H79 O10 N1 P1 0.00070580.0001407 0.0005710 0.00011230.0399028

PS phosphatidylserine PS(38:3p)-H C44 H79 O9 N1 P1 0.00022690.0000992 0.0003300 0.00009980.0429638

PS phosphatidylserine PS(38:6p)-H C44 H73 O9 N1 P1 0.00013800.0000187 0.0000918 0.00001810.0000677

PS phosphatidylserine PS(18:0/22:6)-H C46 H77 O10 N1 P1 0.01126510.0017742 0.0083193 0.00341160.0402789

PS phosphatidylserine PS(18:1/22:6)+H C46 H77 O10 N1 P1 0.00014650.0000330 0.0001047 0.00002840.0110035

PS phosphatidylserine PS(18:1/22:6)-H C46 H75 O10 N1 P1 0.00012170.0000221 0.0000847 0.00002660.0056758

PS phosphatidylserine PS(22:6/22:6)+H C50 H75 O10 N1 P1 0.00008610.0000148 0.0000632 0.00001450.0043754

dMePEdimethylphosphatidylethanolamine dMePE(16:0/16:0)-H C39 H77 O8 N1 P1 0.00003470.0000115 0.0000203 0.00001240.0207310

phSM sphingomyelin(phytosphingosine) phSM(d39:7+hO)+HCOO C45 H78 O10 N2 P1 0.00033460.0000454 0.0002681 0.00005390.0123721

Table 4 Altered Lipid Species at 6 months in Fraction 2
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Class Class Names Lipid Ion Ion Formula Mean Q7/Q7 F1 SD Q7/Q7 F1 Mean Q175/Q7 F1 SD Q175/Q7 F1 T.test

AcCa Acyl Carnitine AcCa(11:3)+H C18 H30 O4 N1 0.001152725 0.002062074 0.010018 0.011224235 0.046184802

AcCa Acyl Carnitine AcCa(12:3)+H C19 H32 O4 N1 0.000718996 0.000442754 0.000249 0.000228443 0.015168293

AcCa Acyl Carnitine AcCa(12:3)+H C19 H32 O4 N1 0.000919934 0.000947662 0.000059 7.71709E-05 0.026134063

AcCa Acyl Carnitine AcCa(12:3)+H C19 H32 O4 N1 0.007961292 0.009432106 0.000678 0.000600237 0.049300428

AcCa Acyl Carnitine AcCa(16:0)+H C23 H46 O4 N1 0.000113285 5.43526E-05 0.000005 4.57462E-06 0.000319856

AcCa Acyl Carnitine AcCa(18:0)+H C25 H50 O4 N1 5.46968E-05 5.06915E-05 0.000001 1.25487E-06 0.013201496

Cer Ceramides Cer(d16:1+hO/12:0)+H C28 H56 O4 N1 5.28918E-05 5.56687E-05 0.000009 1.45594E-05 0.046159957

CerG1Ceramides G1 CerG1(d18:1/18:0)+H C42 H82 O8 N1 0.000306436 0.000229878 0.000017 2.21092E-05 0.005381844

DG Diglycerides DG(17:0)+NH4 C20 H42 O5 N1 0.000689196 0.000802304 0.000034 8.36492E-05 0.040065651

DG Diglycerides DG(17:2)+NH4 C20 H38 O5 N1 0.001227194 0.001199843 0.000121 0.000213862 0.024692298

DG Diglycerides DG(4:0/10:2)+NH4 C17 H32 O5 N1 0.002416189 0.002621558 0.000220 0.000515713 0.03690018

LPC LysoPhosphotidylcholine LPC(16:0)+H C24 H51 O7 N1 P1 0.000682222 0.000185669 0.000213 0.000336672 0.003094507

PA Phoshotidic acid PA(18:0/18:1)-H C39 H74 O8 N0 P1 0.000117678 9.59236E-05 0.000005 1.38555E-05 0.007750445

PA Phoshotidic acid PA(18:0/18:1)-H C39 H74 O8 N0 P1 4.13827E-05 3.65651E-05 0.000001 2.19649E-06 0.011015081

PC Phosphotidylcholine PC(16:0/18:1)+H C42 H83 O8 N1 P1 0.0807876 0.034963891 0.022827 0.045373057 0.008333295

PC Phosphotidylcholine PC(18:0/22:5)+H C48 H87 O8 N1 P1 0.000650627 0.000506602 0.000010 1.50418E-05 0.005301329

PC Phosphotidylcholine PC(32:0)+H C40 H81 O8 N1 P1 0.019879614 0.019679032 0.086982 0.03520365 0.000273874

PC Phosphotidylcholine PC(34:1)+H C42 H83 O8 N1 P1 0.083465883 0.036538598 0.021362 0.042657254 0.00447515

PC Phosphotidylcholine PC(34:1)+H C42 H83 O8 N1 P1 0.083510572 0.036573549 0.022494 0.044821468 0.006254953

PC Phosphotidylcholine PC(34:1e)+H C42 H85 O7 N1 P1 0.00130284 0.001084593 0.003367 0.00163223 0.007006273

PC Phosphotidylcholine PC(36:2)+H C44 H85 O8 N1 P1 0.00333442 0.001696746 0.000010 2.34629E-05 0.000370354

PC Phosphotidylcholine PC(36:5)+H C44 H79 O8 N1 P1 3.25056E-05 2.74517E-05 0.000007 1.09748E-05 0.027050087

PC Phosphotidylcholine PC(38:5)+H C46 H83 O8 N1 P1 0.003781793 0.002426041 0.000079 0.000225231 0.001771038

PC Phosphotidylcholine PC(40:7)+H C48 H83 O8 N1 P1 0.002297927 0.000831938 6.19991E-06 1.14446E-05 3.44874E-05

PE Phosphotidylethanolamine PE(16:0e)+H C21 H45 O7 N1 P1 4.99795E-05 3.36042E-05 0.000003 4.75021E-06 0.003122595

PE Phosphotidylethanolamine PE(18:0p)+H C23 H47 O7 N1 P1 0.000181785 0.000155991 0.000018 1.98098E-05 0.01358893

PE Phosphotidylethanolamine PE(18:1/20:4)+H C43 H77 O8 N1 P1 0.002113511 0.001776511 0.000004 5.10681E-06 0.007378176

PE Phosphotidylethanolamine PE(20:4e)+H C25 H45 O7 N1 P1 0.000188305 0.000181264 0.000001 1.59542E-06 0.014824904

PE Phosphotidylethanolamine PE(40:4p)+H C45 H83 O7 N1 P1 6.74526E-06 1.43666E-05 0.001804 0.002059455 0.030769798

PS Phosphotidlyserine PS(18:0/22:6)+H C46 H79 O10 N1 P1 0.008465444 0.002125084 2.65804E-06 3.89602E-06 2.21732E-06

PS Phosphotidlyserine PS(18:0/22:6)-H C46 H77 O10 N1 P1 0.005395713 0.001647392 3.03108E-06 4.7552E-06 9.71561E-06

PS Phosphotidlyserine PS(18:0/22:6)-H C46 H77 O10 N1 P1 0.000293235 0.000103431 0.004434 0.002814265 0.002237879

SM Sphingomyelin SM(d38:5)+H C43 H80 O6 N2 P1 0.016796638 0.019517103 0.000002 3.47447E-06 0.032541508

TG Triclycerides TG(18:0/16:0/18:0)+NH4 C55 H110 O6 N1 0.001598103 0.001623186 0.000327 0.000415989 0.048693913

TG Triclycerides TG(6:0/10:3/10:4)+NH4 C29 H44 O6 N1 0.000730743 0.000766103 0.000057 7.12033E-05 0.02982541

Table 5 Altered Lipid Species at 2 months in  Fraction 1
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Class Class Names Lipid Ion Ion Formula Mean Q7/Q7 F1SD Q7/Q7 F1Mean Q175/Q7 F1SD Q175/Q7 F1

Cer Ceramides Cer(d18:1/18:0)+HCOO C37 H72 O5 N1 3.4443E-05 4.45071E-05ND ND

Cer Ceramides Cer(d18:1/20:0)+HCOO C39 H76 O5 N1 3.42155E-05 2.91982E-05ND ND

Cer Ceramides Cer(d18:2/18:0)+H C36 H70 O3 N1 2.41017E-05 3.20016E-05ND ND

Cer Ceramides Cer(d18:2/18:0)+HCOO C37 H70 O5 N1 1.8113E-05 2.54027E-05ND ND

Cer Ceramides Cer(d20:0+pO/24:0)+CH3COO C46 H92 O6 N1 2.9516E-05 4.20149E-05ND ND

Cer Ceramides Cer(d20:0+pO/24:0+O)+H C44 H90 O5 N1 2.96632E-05 5.09062E-05ND ND

Cer Ceramides Cer(d20:0+pO/26:0)+CH3COO C48 H96 O6 N1 0.000328739 0.000362102ND ND

Cer Ceramides Cer(d20:0+pO/26:0)+HCOO C47 H94 O6 N1 0.000133748 0.000107006ND ND

Cer Ceramides Cer(d20:0+pO/27:0)+HCOO C48 H96 O6 N1 4.26401E-05 4.974E-05ND ND

Cer Ceramides Cer(d34:0)+H C34 H70 O3 N1 0.000173368 0.000141147ND ND

CerG1Ceramides G1 CerG1(d18:1/24:0)+H C48 H94 O8 N1 6.82509E-05 4.92128E-05ND ND

CerG1Ceramides G1 CerG1(d18:1/24:1)+H C48 H92 O8 N1 0.000115409 7.19814E-05ND ND

DG Diglyceride DG(16:0/16:0)+NH4 C35 H72 O5 N1 0.000245223 0.000211575ND ND

DG Diglyceride DG(16:0/20:4)+H C39 H69 O5 2.56111E-05 5.81262E-05ND ND

DG Diglyceride DG(18:1/18:1)+NH4 C39 H76 O5 N1 9.43024E-05 5.9992E-05ND ND

LPE Lyso-Phosphoethanolamine LPE(20:1)-H C25 H49 O7 N1 P1 0.000102287 0.000103848ND ND

MePCMethyl-Phosphotidylcholine MePC(36:0)+NH4 C45 H94 O8 N2 P1 2.86998E-05 2.76924E-05ND ND

MePCMethyl-Phosphotidylcholine MePC(38:1)+NH4 C47 H96 O8 N2 P1 7.56841E-05 6.12185E-05ND ND

MePCMethyl-Phosphotidylcholine MePC(39:1)+NH4 C48 H98 O8 N2 P1 6.5402E-05 5.09663E-05ND ND

MePCMethyl-Phosphotidylcholine MePC(40:1)+NH4 C49 H100 O8 N2 P1 9.58222E-06 9.3231E-06ND ND

MePCMethyl-Phosphotidylcholine MePC(40:4)+NH4 C49 H94 O8 N2 P1 0.000130716 0.000115964ND ND

PC Phosphotidylcholine PC(16:0/14:0)+HCOO C39 H77 O10 N1 P1 0.000122343 0.000101451ND ND

PC Phosphotidylcholine PC(16:0/16:1)+HCOO C41 H79 O10 N1 P1 0.000250314 0.000212917ND ND

PC Phosphotidylcholine PC(16:0/18:2)+HCOO C43 H81 O10 N1 P1 2.09532E-05 1.98136E-05ND ND

PC Phosphotidylcholine PC(16:0/20:4)+HCOO C45 H81 O10 N1 P1 0.000101938 0.000133815ND ND

PC Phosphotidylcholine PC(17:1/16:0)+H C41 H81 O8 N1 P1 8.28072E-05 0.000109241ND ND

PC Phosphotidylcholine PC(18:0/22:4)+HCOO C49 H89 O10 N1 P1 0.000564459 0.000299215ND ND

PC Phosphotidylcholine PC(18:1/18:2)+HCOO C45 H83 O10 N1 P1 7.94645E-05 7.13059E-05ND ND

PC Phosphotidylcholine PC(18:1/22:6)+HCOO C49 H83 O10 N1 P1 5.23587E-05 9.79049E-05ND ND

PC Phosphotidylcholine PC(34:0e)+H C42 H87 O7 N1 P1 7.83715E-05 8.95036E-05ND ND

PC Phosphotidylcholine PC(34:4p)+H C42 H77 O7 N1 P1 6.88935E-05 2.58704E-05ND ND

PC Phosphotidylcholine PC(36:1)+H C44 H87 O8 N1 P1 5.94445E-05 3.1086E-05ND ND

PC Phosphotidylcholine PC(37:4)+H C45 H83 O8 N1 P1 5.32011E-05 7.14576E-05ND ND

PE Phosphotidylethanolamine PE(16:0/18:1)+H C39 H77 O8 N1 P1 8.60373E-05 9.13915E-05ND ND

PE Phosphotidylethanolamine PE(16:0/20:4)+H C41 H75 O8 N1 P1 0.000297748 0.000144087ND ND

PE Phosphotidylethanolamine PE(16:0/22:6)-H C43 H73 O8 N1 P1 0.000256856 0.000156198ND ND

PE Phosphotidylethanolamine PE(16:0e/18:1)-H C39 H77 O7 N1 P1 0.000597052 0.000437213ND ND

PE Phosphotidylethanolamine PE(16:0e/20:4)-H C41 H75 O7 N1 P1 0.000101981 5.10184E-05ND ND

PE Phosphotidylethanolamine PE(16:0e/22:6)-H C43 H75 O7 N1 P1 7.33649E-05 0.000181403ND ND

PE Phosphotidylethanolamine PE(16:0p/19:1)-H C40 H77 O7 N1 P1 7.50923E-05 6.53162E-05ND ND

PE Phosphotidylethanolamine PE(16:0p/20:4)-H C41 H73 O7 N1 P1 0.001195031 0.000371916ND ND

PE Phosphotidylethanolamine PE(18:0p/19:1)-H C42 H81 O7 N1 P1 0.000287436 0.000303352ND ND

PE Phosphotidylethanolamine PE(18:0p/22:6)+H C45 H79 O7 N1 P1 0.000197582 7.92436E-05ND ND

PE Phosphotidylethanolamine PE(18:1/20:4)-H C43 H75 O8 N1 P1 0.001073626 0.00121717ND ND

PE Phosphotidylethanolamine PE(18:1/22:4)-H C45 H79 O8 N1 P1 0.000131374 0.000104838ND ND

PE Phosphotidylethanolamine PE(18:1p/22:6)-H C45 H75 O7 N1 P1 0.001642983 0.00137099ND ND

PE Phosphotidylethanolamine PE(18:2p/18:1)+H C41 H77 O7 N1 P1 0.000994461 0.000646989ND ND

PE Phosphotidylethanolamine PE(18:2p/18:1)-H C41 H75 O7 N1 P1 0.000431385 0.00028536ND ND

PG Phosphotidylglycerol PG(18:0/20:4)-H C44 H78 O10 N0 P1 0.001689784 0.000664269ND ND

PI Phgosphotidylinositol PI(18:1/20:4)+NH4 C47 H85 O13 N1 P1 0.000444195 0.000341768ND ND

PIP2 Phosphotidylinositol PIP2(37:1p)-H C46 H88 O18 N0 P3 0.000425378 0.000155099ND ND

PS Phosphotidylserine PS(16:0/18:1)-H C40 H75 O10 N1 P1 0.000176744 0.000258045ND ND

PS Phosphotidylserine PS(18:1/22:6)+H C46 H77 O10 N1 P1 0.000635658 0.000338623ND ND

PS Phosphotidylserine PS(18:1/22:6)-H C46 H75 O10 N1 P1 4.58125E-05 3.62701E-05ND ND

PS Phosphotidylserine PS(40:8)-H C46 H73 O10 N1 P1 0.000190507 3.36938E-05ND ND

SM Sphingomyelin SM(d20:0/18:1)+HCOO C44 H88 O8 N2 P1 4.06274E-05 4.28048E-05ND ND

SM Sphingomyelin SM(d36:0)+H C41 H86 O6 N2 P1 0.000147105 7.99535E-05ND ND

SM Sphingomyelin SM(d40:1)+H C45 H92 O6 N2 P1 0.000108425 6.6153E-05ND ND

SM Sphingomyelin SM(d42:2)+HCOO C48 H94 O8 N2 P1 8.45677E-05 6.1353E-05ND ND

SM Sphingomyelin SM(d43:6)+H C48 H88 O6 N2 P1 0.000115378 3.57193E-05ND ND

So Sphingomyelin So(d24:0)+H C24 H52 O2 N1 0.000422375 0.000307952ND ND

TG Triglyceride TG(16:0/18:1/18:2)+NH4 C55 H104 O6 N1 0.000320272 0.000617669ND ND

TG Triglyceride TG(16:0/18:1/22:6)+NH4 C59 H104 O6 N1 0.000131386 0.000168538ND ND

TG Triglyceride TG(18:0/16:0/23:0)+NH4 C60 H120 O6 N1 0.000675797 0.001464625ND ND

TG Triglyceride TG(18:0/20:4/20:4)+NH4 C61 H106 O6 N1 0.000312038 0.000505188ND ND

TG Triglyceride TG(56:1)+NH4 C59 H116 O6 N1 0.000111337 9.58838E-05ND ND

TG Triglyceride TG(59:5)+H C62 H111 O6 0.000190839 0.000325751ND ND

WE Wax ester WE(21:0/20:1)+NH4 H84 C41 O2 N1 0.0007199 0.000743783ND ND

Table 6 Lipid Species Not detectable in Q175/Q7 at 2 month in F1


image5.emf
V1

ClassClass Names Lipid Ion Ion Formula Mean Q7/Q7 F1SD Q7/Q7 F1Mean Q175/Q7 F1SD Q175/Q7 F1

PC Phosphotidlycholine PC(34:3)+H C42 H79 O8 N1 P1ND ND 0.000267357 0.000756529

PC Phosphotidlycholine PC(35:4)+H C43 H79 O8 N1 P1ND ND 0.001554493 0.00459316

PC Phosphotidlycholine PC(36:4)+H C44 H81 O8 N1 P1ND ND 0.002682952 0.008020801

PE Phosphotidylethanolamine PE(18:0/20:4)+H C43 H81 O7 N1 P1ND ND 0.00069148 0.000795473

PE Phosphotidylethanolamine PE(18:1p/20:2)+H C43 H79 O8 N1 P1ND ND 0.001554189 0.004593276

TG Triglyceride TG(18:0/16:0/22:0)+NH4 C59 H118 O6 N1 ND ND 8.39677E-05 0.000152348

Table 7 Lipid Species Not Detectable in Q7/Q7 at 2 months in F2


