Supplementary Table 1 : Primer sequences and amplicon positions of the UL69 HCMV-DB gene
screened in CTH cells using qualitative and/or quantitative PCR.

Gene Primers Sequence Amplicon positions
FWD: 5' ATCATCACGCACAACACCCT 3 99368-99475
RVS: 5' AGACGACTCGGTGGTAATGC 3
FWD: 5' ATCATCACGCACAACACCCT 3' 99368-99606
RVS: 5 TAACTTGATGACGCCGTCGC 3
FWD: 5' AGTCGGTACCCGAGTCGTCTTCTTGCGGTA 3 99465-101580
RVS: 5 CGGACGTGAATTCTTATCTTCCCTGAGCGAGCG 3
FWD: 5' CGAGTCGTCTTCTTGCGGTA 3' 99466-99625
RVS: 5 TAACTTGATGACGCCGTCGC 3'
FWD: 5' TGCCGTCGTACTGTGATTACC 3' 99517-99710
RVS: 5' GGGACACCGTCGTCTACAAG 3'
FWD: 5' GCGACGGCGTCATCAAGTTA 3 99606-99807
UL69 RVS: 5 CAACCACAGCAGCACTACTC 3'

FWD: 5' TCTTGTAGACGACGGTGTCC 3'
RVS: 5' CAACGCTGACAGCCTACGA 3'

99690-99902

FWD: 5' GGGATGTCGATGACTCCCTTC 3'
RVS: 5 GTCGCTATTGGATCTCACCGT 3'

99850-100048

FWD: 5 TGTCAGCGTTGCTGGGTC 3'
RVS: 5 CAGCAACCATGCCACTGC 3'

99892-100000

FWD: 5 GAATTTGGTCTCCTCCCCGC 3'
RVS: 5 AACCCGCACGATCCCTATCT 3

99951-100542

FWD: 5' GACTAACCGTTTGAGCGTGC 3'
RVS: 5 GCAAGCTGGTGGTGGAAAAG 3'

100402-100664

FWD: 5 AGCCCAGGTCCAAGTTGTTG 3'
RVS: 5 TTCGATTGGCTGGAGGAACC 3'

100461-100692

FWD: 5 GCCCAGGTCCAAGTTGTTGA 3'
RVS: 5' GCAAGCTGGTGGTGGAAAAG 3'

100462-100664

FWD: 5 AGCTGAGCGTTTCGTCGAT 3'
RVS: 5" AGTCTACGTCTGGCACCCT 3'

100578-100830

FWD: 5 CTCGTCGTGTGAACAGCAGGATG '3’
RVS: 5 GAACTACAGCAACTCAGCCGTTTGA 3

100732-100959

FWD: 5' CGATCAAACGGCTGAGTTGC 3'
RVS: 5 ACATAGGGCGTCCTCCTCTT 3'

100932-101236

FWD: 5 TCGCTTGAAAGAGGAGGACG 3'
RVS: 5' GCGAATACCATCTCGCGGAA 3'

101209-101444

FWD: 5' GGGGAGGAGGATAGTGGTCC 3'
RVS: 5 TTATCTTCCCTGAGCGAGCG 3'

101313-101561

FWD: 5' TCGCCTTCGGTATCATCGTC 3'
RVS: 5 TTATCTTCCCTGAGCGAGCG 3'

101336-101580
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