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Figure 1S: Phylogenetic analysis of GH13_25-GH133 proteins (iDBE). The tree displayed is midpoint rooted and represents the consensus tree obtained with Phylobayes 4.1 with ML bootstrap values drawn from 100 bootstraps repetition with IQTREE (left) and Bayesian posterior probabilities (right) mapped onto the nodes. Bootstrap values (BS) >50 are shown, while only posterior probabilities (pp) >0.6 are shown. The scale bar shows the inferred number of amino acid substitutions per site. Sequences are highlighted in purple for Stramenopila, while everything else is in black. Sequences names are composed of the organism name, the accession number and their clades. All Bigyra are grouping together with a low pp = 0.7, and as known for the iDBE only other Eukaryota are found in the tree, indicating deep origin putatively tracing back the origin of the gene to the last eukaryotic common ancestor.
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Figure 2S: Phylogenetic analysis of GT5. The tree displayed is midpoint rooted and represents the consensus tree obtained with Phylobayes 4.1 with ML bootstrap values drawn from 100 bootstraps repetition with IQTREE (left) and Bayesian posterior probabilities (right) mapped onto the nodes. Bootstrap values (BS) >50 are shown, while only posterior probabilities (pp) >0.6 are shown. The scale bar shows the inferred number of amino acid substitutions per site. Sequences are highlighted in purple for Stramenopila, brown for Bacteria, while everything else is in black. Sequences names are composed of the organism name, the accession number and their clades. Sequences from Bigyra are found embedded within eukaryotes sequences (BS = 100, pp = 1). This suggests a most likely vertical inheritance from a eukaryotic ancestor.
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Figure 3S: Phylogenetic analysis of GH16_2 rooted with other GH16 sequences. The tree displayed is midpoint rooted and was obtained using Maximum Likelihood approach with IQTREE the values indicated on each branch is drawn from 1000 ultrafast bootstraps repetition. The scale bar shows the inferred number of amino acid substitutions per site. Sequences are highlighted in purple for Stramenopila, while everything else is in black. Sequences names are composed of the organism name, the accession number and their clades. Thanks to the rooting, we can see that the tree is oriented as in Figure 6 and we confirm our observation. 
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Figure 4S: Phylogenetic analysis of GH81. The tree displayed is midpoint rooted and represents the consensus tree obtained with Phylobayes 4.1 with ML bootstrap values drawn from 100 bootstraps repetition with IQTREE (left) and Bayesian posterior probabilities (right) mapped onto the nodes. Bootstrap values (BS) >50 are shown, while only posterior probabilities (pp) >0.6 are shown. The scale bar shows the inferred number of amino acid substitutions per site. Sequences are highlighted in purple for Stramenopila, brown for Bacteria, while everything else is in black. Sequences names are composed of the organism name, the accession number and their clades. The phylogenetic tree of GH81 and especially the part II displays the relation between Stramenopila, Cercozoa and Haptophyta, however, with a lower robustness (BS = 51 and pp = 0.88). 
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Figure 5S: Phylogenetic analysis of GH161. The tree displayed is midpoint rooted and represents the consensus tree obtained with Phylobayes 4.1 with ML bootstrap values drawn from 100 bootstraps repetition with IQTREE (left) and Bayesian posterior probabilities (right) mapped onto the nodes. Bootstrap values (BS) >50 are shown, while only posterior probabilities (pp) >0.6 are shown. The scale bar shows the inferred number of amino acid substitutions per site. Sequences are highlighted in purple for Stramenopila, while everything else is in black. Sequences names are composed of the organism name, the accession number and their clades. GH161 sequences from Stramenopila possesses a totally different topology compared to GH16_2 or GT48, with Stramenopila and Dinoflagellata having exchanged their gene probably multiple times, while the sequence seems to originate from Bacteria, indicating a late acquisition of this sequence compared to other beta glucan storage polysaccharide metabolism enzymes.




[image: ]Figure 6S: Phylogenetic analysis of GH5_33. The tree displayed is midpoint rooted and represents the consensus tree obtained with Phylobayes 4.1 with ML bootstrap values drawn from 100 bootstraps repetition with IQTREE (left) and Bayesian posterior probabilities (right) mapped onto the nodes. Bootstrap values (BS) >50 are shown, while only posterior probabilities (pp) >0.6 are shown. The scale bar shows the inferred number of amino acid substitutions per site. Sequences are highlighted in purple for Stramenopila, while everything else is in black. Sequences names are composed of the organism name, the accession number and their clades. This tree has a slightly different topology, indeed if we can find almost the same topology as GH16_2 and GT48, there is on the top of the tree a group with Ochromonas, Ochromonadaceae and ciliates preventing from easily comparing topology with other beta glucan storage polysaccharide metabolism enzymes and suggest a more complicated story for this last part of the tree. 
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Basidiobolus_meristosporus_CBS_931_73_an_ORX90752_1_Fungi
Streptomyces_sp__DI166_an_WP_093723446_1_Actinobacteria

55/1
00/1 |_u_|—_' Bacillus_solimangrovi_an WP 069716467 1 _Firmicutes
Verrucomicrobiaceae_bacterium_TMED86_an _OUV16682_1_Verrucomicrobia

|—| L Opitutae_bacterium_an_GBL29976_1_Verrucomicrobia
Cryobacterium_arcticum_an_WP_084021079_1_Actinobacteria

L Klenkia_soli_an_WP_091250803_1_Actinobacteria
Madagascaria_erythrocladioides_an_CAMPEP_0198353864_Compsopogonophyceae

-10.82_|

-/

Trichosphaerium_sp__ATCC_40318_an_CAMPEP_0168521080_Discosea
Roombia_an_TRINITY_DN54916_c0_g2_i5_p1_Roombia

Thalassiosira_oceanica_an_EJK55366_1_Bacillariophyta
Cyclotella_meneghiniana_an_CAMPEP_0172271426_Bacillariophyta
Chaetoceros_debilis_an_CAMPEP_0194108632_Bacillariophyta
Asterionellopsis_glacialis_an_CAMPEP_0197141552_Bacillariophyta
Striatella_unipunctata_an_CAMPEP_0118680866_Bacillariophyta
Fragilariopsis_cylindrus_CCMP1102_an_OEU09997_1_Bacillariophyta
Minutocellus_polymorphus_an_CAMPEP_0181035324_Bacillariophyta
Leptocylindrus_danicus_an_CAMPEP_0116006958_Bacillariophyta
84/0.99 Pythium_insidiosum_an_GAX95068_1_0Oomycetes
97 /1 Phytophthora_sojae_an_XP_009534183_1_Oomycetes
Albugo_candida_an_CCl44755_1_Oomycetes
Achlya_hypogyna_an_OQR84500_1_Oomycetes
Pinguiococcus_pyrenoidosus_an_CAMPEP_0197386462_Pinguiophyceae

96/0.99

0.94

-/0.75 Spumella_elongata_an_CAMPEP_0185013152_Chrysophyceae

Ochromonas_an_CAMPEP_0119047272_Chrysophyceae
Ochromonadaceae_sp__ CCMP2298_an_CAMPEP_0173327402_Synurophyceae

Synchroma_pusillum_an_CAMPEP_0198440548_Synchromophyceae

Nannochloropsis_gaditana_an_EWM29390_1_Eustigmatophyceae

Partenskyella_glossopodia_an_CAMPEP_0197531456_Cercozoa

50/0.98
/0'/8385 Amorphochlora_amoebiformis_an_CAMPEP_0118623962_Cercozoa
100/1 e Bigelowiella_natans_an_Bigna177224_88260_Cercozoa
Lotharella_oceanica_an_CAMPEP_0170177360_Cercozoa I I

| Gymnochlora_sp__CCMP2014_an_CAMPEP_0167755136_Cercozoa
Chattonella_subsalsa_an_CAMPEP_0117810966_Raphidophyceae

99

/1 p— (dontella_an_CAMPEP_0116695594_Raphidophyceae

50/-

b Heterosigma_akashiwo_CCMP452_an_CAMPEP_0179587628_Raphidophyceae
Fibrocapsa_japonica_an_CAMPEP_0113952452_Raphidophyceae

Pavlova_sp__CCMP459_an_CAMPEP_0185203284_Pavlovales
Pavlova_lutheri_an_CAMPEP_0205974494_Pavlovales
Pavlovales_sp__CCMP2436_an_CAMPEP_0179914286_Pavlovales
Exanthemachrysis_gayraliae_an_CAMPEP_0206006806_Pavlovales

100/1 = Chrysoreinhardia_an_CAMPEP_0118905826_Pelagophyceae

51/0.99

Chrysocystis_an_CAMPEP_0197412174_Pelagophyceae
Pelagomonas_calceolata_an_CAMPEP_0195923252_Pelagophyceae

Ectocarpus_siliculosus_an_CBN75440_1_PXclade

Pteridomonas_danica_an_CAMPEP_0114332028_Dictyochophyceae

Pedinellales_sp__CCMP2098_an_CAMPEP_0171658048_Dictyochophyceae
Pedinellales_sp__CCMP2098_an_CAMPEP_0171901022_Dictyochophyceae
Rhizochromulina_marina_an_CAMPEP_0118984332_Dictyochophyceae

Pelagophyceae_sp__ CCMP2097_an_CAMPEP_0184219024_Pelagophyceae

Chrysocystis_an_CAMPEP_0197396212_Pelagophyceae

Saprolegnia_diclina_VS20_an_XP_008606444_1_Oomycetes

51/0.88|

100/1

77/1
[ I Aphanomyces_astaci_an_XP_009832504_1_Oomycetes

Pythium_insidiosum_an_GAX97826_1_Oomycetes
Albugo_candida_an_CCIl41887_1_Oomycetes

Chlorarachnion_reptans_an_CAMPEP_0114521950_Cercozoa

10
98/1
S 2|/_'|_|— Bigelowiella_natans_an_CAMPEP_0185227048_Cercozoa
Lotharella_globosa_an_CAMPEP_0114087512_Cercozoa

Gymnochlora_sp__CCMP2014_an_CAMPEP_0167763452_Cercozoa

100/1

-/O.83|

Gonium_pectorale_an_KXZ53116_1_Chlorophyta
Chlamydomonas_chlamydogama_an_CAMPEP_0202902772_Chlorophyta

p—  Tetrabaena_socialis_an_PNH05203_1_Chlorophyta ‘ I I I

100/1

p—= | egionella_fallonii_an_WP_045094797_1_Gammaproteobacteria

100/1

Sorangium_cellulosum_an_KYF71812_1_deltaepsilonsubdivisions

b | egionella_drozanskii_an_WP_058494666_1_Gammaproteobacteria
Sorangium_cellulosum_an_WP_104985043_1_deltaepsilonsubdivisions

Chondromyces_crocatus_an_WP_082362911_1_deltaepsilonsubdivisions
Crocinitomicaceae_bacterium_TMED209_an_RPG82502_1_BacteroidetesChlorobigroup I V

Crocinitomicaceae_bacterium_TMED114_an_RPG81383_1_BacteroidetesChlorobigroup

Prymnesium_parvum_an_CAMPEP_0184384316_Prymnesiales

54/0.94
(0]
D
SO
S
©

Scyphosphaera_apsteinii_an_CAMPEP_0119346420_Coccosphaerales
Chrysotila_carterae_an_CAMPEP_0169963886_Isochrysidales

Chrysotila_carterae_an_CAMPEP_0169976274_Isochrysidales

Pichia_membranifaciens_an_GAV30370_1_Fungi
Brettanomyces_naardenensis_an_VEU23208_1_Fungi
Ascoidea_rubescens_DSM_1968_an_XP_020049552_1_Fungi
Debaryomyces_fabryi_an_XP_015464750_1_Fungi
-/0.78 Candida_dubliniensis_CD36_an_XP_002420948_1_Fungi

' Ogataea_polymorpha_an_XP_018210045_1_Fungi

100/1

-/0.94

Cyberlindnera_fabianii_an_CDR46125_1_Fungi
-/0.85 Clavispora_lusitaniae_ ATCC_42720_an_XP_002617596_1_Fungi
Meyerozyma_guilliermondii_ATCC_6260_an_XP_001487390_1_Fungi
% Ascoidea_rubescens_DSM_1968_an_XP_020047875_1_Fungi
Komagataella_phaffii_GS115_an_XP_002489775_1_Fungi

Yarrowia_lipolytica_CLIB122_an_XP_501746_2_Fungi
Ascobolus_immersus_RN42_an_RPA77370_1_Fungi
Schizosaccharomyces_pombe_an_NP_594547_1_Fungi
Cyphellophora_europaea_CBS_101466_an_XP_008719987_1_Fungi
Aspergillus_carbonarius_ITEM_5010_an_OOF97204_1_Fungi
Trichoderma_asperellum_CBS_433_97_an_XP_024763701_1_Fungi
Pneumocystis_jirovecii_RU7_an_XP_018229679_1_Fungi
Ascobolus_immersus_RN42_an_RPA80441_1_Fungi

Gigaspora_rosea_an_RIB15859_1_Fungi
Mortierella_verticillata_NRRL_6337_an_KFH72209_1_Fungi

-/0.83
Lobosporangium_transversale_an_XP_021877810_1_Fungi
Puccinia_coronata_var__avenae_f__sp__avenae_an_PLW19961_1_Fungi
S4l 69/0.99 Rhizopus_stolonifer_an_RCH97603_1_Fungi
50/0.82 95/1 Mucor_circinelloides_f__circinelloides_1006PhL_an_EPB84977_1_Fungi
100/1 ; Absidia_repens_an_ORZ21270_1_Fungi
Bifiguratus_adelaidae_an_0ZJ01612_1_Fungi
S— 96/0.90 Jimgerdemannia_flammicorona_an_RUS34886_1_Fungi
. H: Karlodinium_veneficum_an_CAMPEP_0169079332_Dinophyceae
69/0 gélo 98 Heterocapsa_triquetra_an_CAMPEP_0195112240_Dinophyceae
; Chattonella_subsalsa_an_CAMPEP_0117854046_Raphidophyceae
Chattonella_subsalsa_an_CAMPEP_0117738400_Raphidophyceae

52/-

0.2

95/0.99

100/1 = Ectocarpus_siliculosus_an_CBN76107_1_PXclade
i Ectocarpus_siliculosus_an_CBJ31368_1_PXclade

99/0.98 Pythium_insidiosum_an_GAX94130_1_Oomycetes
Phytophthora_nicotianae_an_KUF82701_1_Oomycetes
Saprolegnia_diclina_VS20_an_XP_008615753_1_0Oomycetes
Achlya_hypogyna_an_AIG56513_1_Oomycetes
Tryblionella_compressa_an_CAMPEP_0178852856_Bacillariophyta
Phytophthora_megakarya_an_OWZ00367_1_Oomycetes
Phytophthora_kernoviae_an_RLN21543_1_Oomycetes
Phytophthora_nicotianae_an_KUF82356_1_Oomycetes
Albugo_candida_an_CCI39538_1_Oomycetes

e IMI— Tripos_fusus_an_CAMPEP_0172784914_Dinophyceae
63/0.95 100/1 Symbiodinium_sp__C1_an_CAMPEP_0202534988_Dinophyceae
i Alexandrium_tamarense_an_CAMPEP_0116470714_Dinophyceae
=0 Vitrella_brassicaformis_CCMP3155_an_CEM36399_1_Chromerida
86/0.98 Vitrella_brassicaformis_CCMP3155_an_CEM27590_1_Chromerida











image5.emf
74/- Phaeodactylum_tricornutum_CCAP_10551_an_XP_002181175_1_Bacillariophyta
Entomoneis_sp__an_CAMPEP_0198152090_Bacillariophyta
Amphiprora_paludosa_an_CAMPEP_0172459394_Bacillariophyta
Fistulifera_solaris_an_GAX21099_1_Bacillariophyta
Tiarina_fusa_an_CAMPEP_0117070028_Ciliophora
Symbiodinium_sp__type_D1a_an_CAMPEP_0196953724_Dinophyceae
Cylindrotheca_closterium_an_CAMPEP_0113647494_Bacillariophyta

-/0.75 71/1 Nitzschia_an_CAMPEP_0116101938_Bacillariophyta
1 o5/ 3= Amphiprora_an_CAMPEP_0172387888_Bacillariophyta
-/0.91 Fragilariopsis_cylindrus_CCMP1102_an_Fracy1_265755_Bacillariophyta

Tryblionella_compressa_an_CAMPEP_0178768126_Bacillariophyta
95/0.99 Symbiodinium_sp__type_D1a_an_CAMPEP_0196976574_Dinophyceae
Durinskia_baltica_an_CAMPEP_0170211446_Dinophyceae
Kryptoperidinium_foliaceum_an_CAMPEP_0176011194_Dinophyceae
= Stauroneis_constricta_an_CAMPEP_0119563668_Bacillariophyta
Craspedostauros_australis_an_CAMPEP_0198134888_Bacillariophyta
Ditylum_brightwellii_an_CAMPEP_0180955020_Bacillariophyta
Chaetoceros_dichaeta_an_CAMPEP_0198248510_Bacillariophyta
Thalassionema_frauenfeldii_an_CAMPEP_0178936584_Bacillariophyta
Asterionellopsis_glacialis_an_CAMPEP_0184897164_Bacillariophyta
Staurosira_an_CAMPEP_0202493734_Bacillariophyta
Thalassiosira_gravida_an_CAMPEP_0201606330_Bacillariophyta
Skeletonema_marinoi_an_CAMPEP_0184912684_Bacillariophyta
Conticribra_weissflogii_an_CAMPEP_0203542478_Bacillariophyta
'BGI_ Coscinodiscus_wailesii_an_CAMPEP_0172520156_Bacillariophyta
63/0.87} |-/0. Corethron_pennatum_an_CAMPEP_0194267028_Bacillariophyta
Leptocylindrus_danicus_an_CAMPEP_0116024892_Bacillariophyta
Ste%r}%nopyms turris_an_CAMPEP_0195527776 _Bacillariophyta

Grammatophora_oceanica_an_CAMPEP_0194067910_Bacillariophyta
Cyclophora_tenuis_an_CAMPEP_0116577998_Bacillariophyta
/0.85 Asterionellopsis_glacialis_an_CAMPEP_0195294944_Bacillariophyta
-/0.71 T00/1 Asterionellopsis_glacialis_an_CAMPEP_0184889128_Bacillariophyta

Tryblionella_compressa_an_CAMPEP_0178818790_Bacillariophyta
— 38/0.9 Nitzschia_an_CAMPEP_0116114726_Bacillariophyta
I Kryptoperidinium_foliaceum_an_CAMPEP_0176004430_Dinophyceae

Amphora_coffeiformis_an_CAMPEP_0170678898_Bacillariophyta
Staurosira_an_CAMPEP_0202510006_Bacillariophyta

Attheya_septentrionalis_an_CAMPEP_0198305916_Bacillariophyta
96/1

88/0.99

50/0.96

-/0.98

Thalassiosira_rotula_an_CAMPEP_0196236460_Bacillariophyta

Ditylum_brightwellii_an_CAMPEP_0204810796_Bacillariophyta

Extubocellulus_spinifer_an_CAMPEP_0178555014_Bacillariophyta
Aulacoseira_subarctica_an_CAMPEP_0172435736_Bacillariophyta

Proboscia_alata_an_CAMPEP_0194400844_Bacillariophyta
Odontella_an_CAMPEP_0113525602_Bacillariophyta

Bolidomonas_an_CAMPEP_0182516808_Bolidophyceae

I Rhizochromulina_marina_an_CAMPEP_0118969908_Dictyochophyceae
k Pedinellales_sp__CCMP2098_an_CAMPEP_0171830316_Dictyochophyceae
Pseudokeronopsis_an_CAMPEP_0202967498_Ciliophora

Paraphysomonas_an_CAMPEP_0185038450_Chrysophyceae
Dinobryon_an_CAMPEP_0170106022_Chrysophyceae

Mallomonas_an_CAMPEP_0182431334_Synurophyceae
Ochromonas_an_CAMPEP_0119039914_Chrysophyceae
Spumella_elongata_an_ CAMPEP_0184981040_Chrysophyceae
Durinskia_baltica_an_CAMPEP_0170364244_Dinophyceae

Gymnodinium_catenatum_an_CAMPEP_0117620166_Dinophyceae

100/1 Ochromonas_sp__CCMP1393_an_CAMPEP_0175020028_Chrysophyceae

Scyphosphaera_apsteinii_an_ CAMPEP_0119298224_Coccosphaerales
Prymnesium_parvum_an_CAMPEP_0184401810_Prymnesiales

Symbiodinium_sp__type_D1a_an_CAMPEP_0196986634_Dinophyceae

Pinguiococcus_pyrenoidosus_an_CAMPEP_0197385222_Pinguiophyceae

Heterosigma_akashiwo_CCMP452_an_CAMPEP_0179588646_Raphidophyceae
Fibrocapsa_japonica_an_CAMPEP_0113951624_Raphidophyceae

92/1

-/0.94 -/0.88

-/0.85]

Heterosigma_akashiwo_ CCMP452 an_CAMPEP_0179596202_Raphidophyceae

5/1 Candidatus_Omnitrophica_bacterium_an_RJP28669_1_CandidatusOmnitrophica
Candidatus_Omnitrophica_bacterium_an_RJ063871_1_CandidatusOmnitrophica
Vampirococcus_sp__LiM_an_WP_128699132_1_Vampirococcus

Candidatus_Omnitrophica_bacterium_an_RKY34381_1_CandidatusOmnitrophica
Gemmatimonadetes_bacterium_an_RMH69379_1_Gemmatimonadetes
Endomicrobium_proavitum_an_WP_052570529_1_Endomicrobia
Dictyoglomus_thermophilum_an_WP_012547574_1_Dictyoglomia

Caldicellulosiruptor_acetigenus_an_WP_029228890_1_Firmicutes
Halanaerobium_saccharolyticum_an_WP_005490316_1_Firmicutes
ey Thermosphaera_aggregans_an_WP_013129904_1_Crenarchaeota

./0.93 100/ Thermococcus_celer_an_WP_088862636_1_Thermococci
-/0.96 b Thermococcus _gorgonarius_an_WP_088884988_1_Thermococci

. Kosmotoga_arenicorallina_an_WP_068345671_1_Thermotogae

1 Caloramator_quimbayensis_an_WP_078695344_1_Firmicutes

Fervidobactegrsi)u/qw_pennivorans_an_WP_O14451045_1_Thermotogae

I Agathobacter_ruminis_an_WP_099386677_1_Firmicutes
87/07967/0-83 . Roseburia_inulinivorans_an_WP_118108941_1_Firmicutes
: Lachnospiraceae_bacterium_YSD2013_an_WP_090033068_1_Firmicutes
72/0.98 Anaerosporobacter_mobilis_an_WP_073287569_1_Firmicutes
-/0.71 Kineothrix_alysoides_an_WP_031392740_1_Firmicutes
. Hungatella_hathewayi_an_WP_118090537_1_Firmicutes
| Mobilisporobacter_senegalensis_an_WP_123608125_1_Firmicutes
Cellulosilyticum_lentocellum_an_WP_013658929_1_Firmicutes
Fusibacter_sp__A1_an_WP_129486293_1_Firmicutes
Clostridium_sp__CT4_an_WP_128211550_1_Firmicutes
Vibrio_fortis_an_WP_032550702_1_Gammaproteobacteria
Clostridium_chromiireducens_an_WP_079437780_1_Firmicutes
Pontibacillus_yanchengensis_an_WP_036818050_1_Firmicutes
Bacillus_sp__SYSU_K30001_an_WP_124565889_1_Firmicutes
Caldisalinibacter_kiritimatiensis_an_WP_006313788_1_Firmicutes
Bacillus_an_WP_023626805_1_Firmicutes
Defluviitalea phaphy})hlla an_WP_058486419_1_Firmicutes

Bacillus_pseudofirmus_an_WP_012958999_1_Firmicutes
65/0.72 93/1 Bacillus_bogoriensis_an_WP_026671722_1_Firmicutes
99/1 : Streptohalobacillus_salinus_an_WP_110251519_1_Firmicutes

-/ 1 Amphibacillus_marinus_an_SEO89603_1_Firmicutes
—I Salisediminibacterium_halotolerans_an_ WP_121439085_1_Firmicutes

Paenibacillus_polymyxa_an_WP_123797564_1_Firmicutes

73/0.99

100/1

99/1

ﬁ

Halorhabdus_tiamatea_an_WP_008525786_1_Stenosarchaeagroup

Chloroflexi_bacterium_an_ RPI33965 1 Chloroflexi

Candidatus_Hydrogenedentes_bacterium_an_RMH59847_1_CandidatusHydrogenedentes
51/0.7 Spirochaeta_lutea_an_WP_052078517_1_Spirochaetia
-/0.93 100/1 I

Spirochaeta_africana_an_WP_014454798_1_Spirochaetia

Caldilinea_aerophila_an_WP_014433724_1_Chloroflexi
L Ardenticatena_maritima_an_WP_054492046_1_Chloroflexi

0.2










image6.emf
-/10.76 Strombidium_rassoulzadegani_an_CAMPEP_0168623724_Ciliophora
96/0.99 Strombidinopsis_acuminata_an- CAMPEP_0176361588 Ciliophora
61/0.99 Ochromonas_sp__CCMP1393_an_CAMPEP_0 75017976_Cﬁ:r3yso§h ceae
Y T — Ochromonadaceae_sp__CCMP2298 an_Ochro2298 1_403655_Synurophyceae
Strombidinopsis_acuminata_an_CAMPEP _0176356134 Ciliophora
98/1 Strombidinopsis_acuminata_an_CAMPEP_0176353680_Ciliophora

3
100/1 Schmidingerella_taraikaensis_an_CAMPEP_0185612008_Ciliophora
= [Favella_ehrenbergii_an_CAMPEP_0170460852_ Ciliophora
Schmidingerella_taraikaensis_an_CAMPEP_0185574414_Ciliophora
Strombidinopsis_sp__an_CAMPEP_0116875612_Ciliophora

— Strombidinopsis_acuminata_an CAMPEP_0176371980_Ciliophora
Emiliania_huxleyi_an_CAMPEP_0196567076_Isochrysidales
Chrysotila_carterae_an_CAMPEP 0169986018 lsochrysidales
Prymnesium_parvum_an_ CAMPEP_0184390810_Prymnesiales
Chrysochromulina_rotalis_an_ CAMPEP_0115836626_Prymnesiales
— _Emlllanla_ﬁuxTe¥>| an_CAMPEP_0182250028_Isochrysidales
Pinguiococcus_pyrenoidosus_an_CAMPEP_0197376002_Pinguiophyceae
Synchroma_pusillum_an_CAMPEP_0198420536_Synchromophyceae
— Chattonella_subsalsa_an_CAMPEP_0117857132_Raphidophyceae
98/1 _pemmmmmm \/aucheria_litorea_an_CAMPEP_0171470850_PXclade
-/0.753 R S%tocarpus_sﬂlcuIosus_an_CBJ27054 1_PXclade
r— -10, Ochromonadaceae_sp__ CCMP2298 an_CAMPEP_0173361090_Synurophyceae
Dinobryon_an CAMPEP_0201103250_Chrysophyceae
Spumella_elongata 'an_CAMPEP_0184975690_Chrysophyceae
chromonas_an_CAMPEP_0119047436_Chrysophyceae
Paraphysomonas_an_CAMPEP_0185033690_Chrysophyceae
Chromulina_nebulosa _an_ CAMPEP_0196765962_ Chrysophyceae
Synchroma_pusillum_an_CAMPEP_0198438908_Synchromophyceae
?E/a&t%nSelIa_subsal_sa_an_CA PEP 0117894926 Raphidophyceae
; Nitzschia_an_CAMPEP_0113509700_Bacillariophyta o
Fragilariopsis_cylindrus_CCMP1102_an_ OEU09194 1_Bacillariophyta
Chaetoceros_neogracilis_an CAMPEP_0119445636_Bacillariophyta
Ditylum_brightwellii_an_CAMPEP_0180972742_ Bacillariophyta
Thalassionema_frauenfeldii_an_ CAMPEP_0178934632_Bacillariophyta
Eucampia_antarctica_an_CAMPEP_0197823644 Bacillariophyta
Dactyliosolen_fragilissimus_an_CAMPEP_0184866944 Bacillariophyta
Phaeodactylum_tricornutum_CCAP_10551_an_XP_002184004_1_Bacillariophyta
_ MPEP_0172454964_Bacillariophyta
Minutocellus_polymorphus_an_CAMPEP_0181052422_ Bacillariophyta
Thalassiosira_pseudonana_ CCMP1335_an_XP_002287341_1_Bacillariophyta
-/0.8 . Striatella_unipunctata_an_CAMPEP_0118711136_Bacillariophyta
58/- Rhizosolenia_setigera_an_ CAMPEP_0178963216_Bacillariophyta
Rhizochromulina_marina_an_CAMPEP_0118976584_Dictyochophyceae
-/0.91 Leptocylindrus_danicus_an_ CAMPEP_0116065964_Bacillariophyta
-/0. Aulacoseira_subarctica_an _CAMPEP_0172425026_Bacillariophyta
Aureoumbra_lagunensis_an_ CAMPEP_0197362804_Pelagophyceae
Chrysocystis_an_CAMPEP_0197407094_Pelagophyceae

(o2}

61/0.91

-/0.74 .
Amphiprora_paludosa_an_CA

— Thraustotheca_clavata_an_OQR95516_1_Oomycefes
65/0.98 Phytophthora_palmivora_var__palmivora_an_POM65608_1_Oomycetes
91/1 Pythium_insidiosum_an_AMT75370_1_Oomycetes
54/0.72 phanomyces_invadans_an_XP_008875270_1"_0Oomycetes

A . G —
=870 08 Albugo_laibachii_Nc14_an_CCA22662 1_Oomycet

es
68/0.99 231587 sochrysis_galbana_an_CAMPEP_0179821412_Isochrysidales
./0.87 . Emiliania_huxleyi_an_CAMPEP_0181867018 Isochrysidales
: Calcidiscus_leptoporus_an_CAMPEP_0119360480_Coccolithales
100/1 Prymnesium_parvum_an_CAMPEP_0195628870_Prymnesiales

Chrysochromulina_rofalis_an_ CAMPEP _0115829028_Prymnesiales

91/1 899 10.99 — Phaeocystis_antarctica_an CAMPEP_0172964800_Phaeocystales

-/0 Pavlovales_sp_ CCMP2436_an_ CAMPEP_0179994644_Pavlovales
Pavlova_gyrans_an_CAMPEP_0206035658_Pavlovales
Exanthemachrysmc%l%rallae an_CAMPEP_0206030448 Pavlovales
s 52/- Pavlovales_sp P2436_an CAMPEP_0179936630_Pavlovales

79/0.98 Chrysoculter_rhomboideus._an_ CAMPEP_0119411706_Haptophytaincertaesedis
. Cercozoa_an_CAMPEP_0175148520_Cercozoa
I Gigaspora_rosea_an_RIB13668_1_Fungi .
50/0.79 Basidiobo us&erlsbogporus_CBS_g_S1__73_an_ORY02208_1 Furégl . .
93/0.99 +. == Rhodotorula_toruloides NP11_an_XP_016273814_1_Fungi
: { Rhizopus_microsporus_an_CEJ04640_1_Fungi
Protomyces_lactucaedebilis_an_ORY80463_1_Fungi .
. . . Cafeteria_roenbergensis_an_CAMPEP_0117720086_Bicosoecida
Linderina_pennispora_an_ORX68048_1 Fun8| )
Jimgerdemannia_flammicorona_an_RUP52 71_1_Fun'\gI|| _
Conidiobolus_coronatus_NRRL_28638_an_KXN67043_1_Fungi
8/0.98 Cercozoa_an_CAMPEP _0175148494 Cercozoa
Cercozoa_an_CAMPEP_0175138014_Cercozoa
Coemansia_reversa_N RRL_E} 564_an_PIA14088_1

i

13861606 1 Actinobacteria

0 0
WP 3913 9099 1 Actinobacteria

_FU”?\}I.
icrolunatus_phosphovorus_an_WP
Bifidobacterium_catenulatum_an . )
— . ScardOV|a_W|%gS|ae_an_WP_02924_636 _1_Actinobacteria
Pseudoclostridium_thermosuccinogenes_an_WP_103083235_1_Firmicutes . .
Candidatus_Saccharibacteria_bacterium_an_PID32028 1_Bacteriacandidatephyla

5/6/0.94

/0.96 Abditibacterium_utsteinense_an_WP_105483447_1_Abditibacteriota
Hydrogenophilus_thermoluteolus_an_WP_119335737_1_Hydrogenophilalia
54/0.98 Caldanaerobius_fijiensis_an_WP_073346114_1_Firmicutes _
—/0.93 ' 100/7 I Paraphysomonas_imperforata_an_CAMPEP_0114422110_Chrysophyceae

b——— P graphysomonas_an_CAMPEP_0185028330_Chr stha/ceae

I Paraphysomonas_an_CAMPEP_0185042000_Chr soBhgceae
. Ochromonas_sp__ CCMP1393_an_ CAMPEP_0174959762_Chrysophyceae
Thraustotheca_clavata_an_AIG55478 1_Oomycetes
Pythium_insidiosum_an_GAY06007_1_Oomycetes

. Fusarium_kuroshium_an_RMJ15688_1_Fungi
m 100/1 I Glonium_stellatum_an_OCL08758_1_Fun

1 i
. . Cercospora_berteroae an_P_'PJS?O‘PS_LFungi
B Y S Syncephalis_pseudoplumigaleata_an_RKP23029 1 "Fungl

Exanthemachrysis_gayraliae_an_ CAMPEP_0206008300_Pavlovales
99/0.91 Pelagomonas_calceolata_an_ CAMPEP_0119234530_Pelagophyceae
94/1 1 Florenciella_an_CAMPEP_0182600322_Dictyochophycéae -
— | 100/1 p——m  \linutocellus_polymorphus_an_CAMPEP_0197727232_Bacillariophyta
b E xtubocellulus_spinifer_ an_ CAMPEP_0178695898_Bacillariophyta
100/1 -/0.84 = Vexillifera_an_CAMPEP 0201550540_Discosea

.' 1 =  (Goniomonas_pacifica_an_CAMPEP_0175837846_Cryptomonadales

—| Pedinellales_sp__CCMP2098 an_CAMPEP_0171800100_Dictyochophyceae
Coemansia_reversa_ NRRL 1564_an_PIA16766_1_Fungi

Capsaspora_owczarzaki_ATCC_30864_an_XP_004345101_2_Opisthokontaincertaesedis 0.2










