Supplementary Table 1 Low resolution SLA class I and II typing and haplotypes of the

5 Thai major breeding herds

All gilts were 50% Yorkshire x 50% Landrace apart from Farm A gilt75, which were 75% Y orkshire x 25% Landrace crossbreds. All the
boars were purebred Duroc. Unknown haplotypes were haplotypes that have never been reported elsewhere. Potential novel haplotypes were
haplotypes detected in at least 2 animals and have not been identified elsewhere.

1. Farm A (n=32)
1.1 Gilt50 (n=13)

SLA-1 SLA-2 SLA-3 Haplotype DRBI DQBI DQA Haplotype
AG5001 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
08:XX 12:XX 06:XX Lr-22.0 04:XX 07:XX 03:XX Lr-0.19
AG5002 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
07:XX 09:XX 05:XX Lr-37.0 06:XX 02:XX 02:XX Lr-0.22
AG5003 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
AG5004 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
AG5005 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
02:XX 02:XX 04:XX Lr-2.0 04:XX 07:XX 03:XX Lr-0.19
AG5006 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
07:XX 12:XX 06:XX Lr-50.0 04:XX 07:XX 03:XX Lr-0.19
AG5007 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
AG5008 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
02:XX 02:XX 04:XX Lr-2.0 04:XX 07:XX 03:XX Lr-0.19
AG5009 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
AG5010 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
AG5011 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
AG5012 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
07:XX 09:XX 05:XX Lr-37.0 07:XX 02:XX 02:XX Lr-0.24
AG5013 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15

12 Gilt75 (n=13)

SLA-1 SLA-2 SLA-3 Haplotype DRBI DQB1 DQA Haplotype
AG7501 08:XX 12:XX 06:XX L1-22.0 04:XX 02:XX 02:XX Lr-0.15
17:XX 10:XX 07:XX Potential 09:XX 04:XX 03:XX Lr-0.11
AGT502 08:XX 12:XX 06:XX L1-22.0 04:XX 02:XX 02:XX Lt-0.15
01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1
AG7503 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
02:XX 02:XX 04:XX Lr-2.0 04:XX 07:XX 03:XX L-0.19
AGT504 08:XX 12:XX 06:XX L1-22.0 04:XX 02:XX 02:XX Lr-0.15

01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1



SLA-1 SLA-2 SLA-3 Haplotype DRB1 DQB1 DQA Haplotype
AGT7505 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
AGT7506 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
AGT7507 01:XX 01:XX 01:XX Lr-1.0 01:XX 01: XX 01:XX Lr-0.1
08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
AGT7508 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
11:XX 07:XX 03:XX Lr-25.0 13:XX 09:XX 04:XX Lr-0.25
AGT7509 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
AGT7510 08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
08:XX 06:XX 03:XX Lr-17.0 06:XX 07:XX 01:XX Lr-0.12
AGT7511 01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1
17:XX 10:XX 07:XX Potential 09:XX 04:XX 03:XX Lr-0.11
AGT7512 11:XX 07:XX 03:XX Lr-25.0 06:XX 07:XX 01:XX Lr-0.12
11:XX 07:XX 03:XX Lr-25.0 13:XX 09:XX 04: XX+ Lr-0.25
05:XX
AGT7513 08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
12:XX 06:XX 004:XX Unknown 01:XX Blank 0(;‘ 5););— Unknown
1.3 Boar (n=6)
SLA-1 SLA-2 SLA-3 Haplotype DRB1 DQB1 DQA Haplotype
ABO1 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
ABO02 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
ABO3 07:XX 02:XX 04:XX Lr-32.0 04:XX 02:XX 02:XX Lr-0.15
08:XX 12:XX 06:XX Lr-22.0 04:XX 07:XX 03:XX Lr-0.19
AB0O4 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
17:XX 10:XX 07:XX Potential 09:XX 08:XX 03:XX Lr-0.14
ABO5 08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
ABO06 08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
2. Farm B (n=24)
2.1 Gilt(n=18)
SLA-1 SLA-2 SLA-3 Haplotype DRBI1 DQB1 DQA Haplotype
BGO1 08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
02:XX 11:XX 01:XX Lr-57.0 11:XX 04:XX 02:XX Lr-0.26
BG02 06:XX 01:XX 07:XX Unknown 04:XX 03:XX 02:XX Lr-0.13
11: XX 07:XX 03:XX Lr-25.0 13:XX 09:XX 04 XX+ Lr-0.25
05:XX
BGO03 07:XX 02:XX 04:XX Lr-32.0 04:XX 07:XX 03:XX Lr-0.19
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
BG04 08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23



SLA-1 SLA-2 SLA-3 Haplotype DRBI1 DQB1 DQA Haplotype
02:XX 11:XX 01:XX Lr-57.0 11:XX 04:XX 02:XX Lr-0.26
BGO5 12:XX 10:XX 05:XX Lr-35.0 10:XX 06:XX 01:XX Lr-0.23
02:XX 11:XX 01:XX Lr-57.0 11:XX 04:XX 02:XX Lr-0.26
BGO06 06:XX 09:XX 05:XX Lr-29.0 07:XX 02:XX 02:XX Lr-0.24
02:XX 11:XX 01:XX Lr-57.0 11:XX 04:XX 02:XX Lr-0.26
BGO7 08:XX 10:XX 05:XX Lr-26.0 10:XX 06:XX 01:XX Lr-0.23
07:XX 02:XX 04:XX Lr-32.0 09:XX 08:XX 03:XX Lr-0.14
BGO08 11:XX 07:XX 03:XX Lr-25.0 04:XX 07:XX 03:XX Lr-0.19
11:XX 07:XX 03:XX Lr-25.0 13:XX 09:XX 04 XX+ Lr-0.25
05:XX
BG09 07:XX 02:XX 04:XX Lr-32.0 10:XX 06:XX 01:XX Lr-0.23
08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
BG10 07:XX 02:XX 04:XX Lr-32.0 04:XX 07:XX 03:XX Lr-0.19
07:XX 06:XX 03:XX Unknown 06:XX 02:XX 04:XX Unknown
BGl11 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
06:XX 09:XX 05:XX Lr-29.0 06:XX 02:XX 02:XX Lr-0.22
BG12 08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
02:XX 11:XX 01:XX Lr-57.0 11:XX 04:XX 02:XX Lr-0.26
BG13 07:XX 02:XX 04:XX Lr-32.0 04:XX 07:XX 03:XX Lr-0.19
14:XX 01:XX 07:XX Unknown 04:XX 07:XX 03:XX Lr-0.19
BG14 02:XX 11:XX 01:XX Lr-57.0 06:XX 07:XX 01:XX Lr-0.12
06:XX 06:XX 04:XX Unknown 11:XX 04:XX 02:XX Lr-0.26
BG15 08:XX 10:XX 05:XX Lr-26.0 04:XX 02:XX 02:XX Lr-0.15
Blank 02:XX 04:XX Unknown 04:XX 07:XX 03:XX Lr-0.19
BG16 07:XX 02:XX 04:XX Lr-32.0 04:XX 07:XX 03:XX Lr-0.19
01:XX 01:XX 01:XX Lr-1.0 04:XX 02:XX 02:XX Lr-0.15
BG17 08:XX 05:XX 07:XX Lr-7.0 04:XX 02:XX 02:XX Lr-0.15
08:XX 12:XX 06:XX Lr-22.0 10:XX 06:XX 01:XX Lr-0.23
BG18 07:XX 02:XX 04:XX Lr-32.0 04:XX 07:XX 03:XX Lr-0.19
06:XX 01:XX 01:XX Lr-27.0 06:XX 07:XX 01:XX Lr-0.12
2.2 Boar (n=06)
SLA-1 SLA-2 SLA-3 Haplotype DRB1 DQB1 DQA Haplotype
BBO1 04:XX 04:XX 04:XX Lr-4.0 04:XX 07:XX 03:XX Lr-0.19
04:XX 04:XX 04:XX Lr-4.0 04:XX 07:XX 03:XX Lr-0.19
BBO02 04:XX 04:XX 04:XX Lr-4.0 04:XX 08:XX 03:XX Lr-0.10
08:XX 10:XX 05:XX Lr-26.0 04:XX 08:XX 03:XX Lr-0.10
BBO03 08:XX 04:XX 05:XX Lr-49.0 02:XX 02:XX 02:XX Lr-0.2
08:XX 04:XX 05:XX Lr-49.0 02:XX 02:XX 02:XX Lr-0.2
BB04 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
07:XX 02:XX 04:XX Lr-32.0 02:XX 02:XX 02:XX Lr-0.2
BBO05 04:XX 04:XX 04:XX Lr-4.0 04:XX 08:XX 03:XX Lr-0.10
08:XX 04:XX 05:XX Lr-49.0 04:XX 08:XX 03:XX Lr-0.10
BB06 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2



SLA-1 SLA-2 SLA-3 Haplotype DRBI DQB1 DQA Haplotype
08:XX 04:XX 05:XX Lr-49.0 02:XX 02:XX 02:XX Lr-0.2
3. FarmC
3.1 Gilt(25)
SLA-1 SLA-2 SLA-3 Haplotype DRBI DQB1 DQA Haplotype
€GOl 112;%: 10:XX 05:XX Lr-35.0 01:XX 05:XX 05‘;%: Lr-0.21
07:XX 05:XX 04:XX Lr-81.0 10:XX 06:XX 01:XX Lr-0.23
CG02 08:XX 05:XX 04:XX Lr-80.0 10:XX 06:XX 01:XX Lr-0.23
112;%: 10:XX 05:XX Lr-35.0 01:XX 05:XX 06‘;%: Lr-0.21
CGO3 01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1
112;%: 10:XX 05:XX Lr-35.0 10:XX 06:XX 01:XX Lr-0.23
CGo4 08:XX 12:XX 06:XX Lr-22.0 01:XX 05:XX 035::)%: Lr-0.21
112;%: 10:XX 05:XX Lr-35.0 10:XX 06:XX 01:XX Lr-0.23
€GOS 08:XX 05:XX 04:XX Lr-80.0 04:XX 08:XX 03:XX Lr-0.10
1123)%: 10:XX 05:XX Lr-35.0 04:XX 08:XX 03:XX Lr-0.10
CGo6 01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1
112;%: 10:XX 05:XX Lr-35.0 10:XX 06:XX 01:XX Lr-0.23
CGo7 08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
112;%: 10:XX 05:XX Lr-35.0 10:XX 06:XX 01:XX Lr-0.23
€G08 01:XX 01:XX 01:XX Lr-1.0 10:XX 06:XX 01:XX Lr-0.23
1123)%: 10:XX 05:XX Lr-35.0 06:XX 07:XX 01:XX Lr-0.12
CG09 01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1
09:XX 05:XX 07:XX Lr-28.0 10:XX 06:XX 01:XX Lr-0.23
CG10 08:XX 05:XX 04:XX Lr-80.0 01:XX 05:XX 035::)%: Lr-0.21
112;%: 10:XX 05:XX Lr-35.0 10:XX 06:XX 01:XX Lr-0.23
CGl1 01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1
1123)%: 10:XX 05:XX Lr-35.0 10:XX 06:XX 01:XX Lr-0.23
CG12 08:XX 12:XX 06:XX Lr-22.0 07:XX 02:XX 02:XX Lr-0.24
112;%: 10:XX 05:XX Lr-35.0 10:XX 06:XX 01:XX Lr-0.23
CG13 01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1
112;%: 10:XX 05:XX Lr-35.0 10:XX 06:XX 01:XX Lr-0.23
CGl4 01:XX 01:XX 01:XX Lr-1.0 10:XX 06:XX 01:XX Lr-0.23
09:XX 05:XX 07:XX Lr-28.0 10:XX 06:XX 01:XX Lr-0.23
CG15 08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
01:XX 01:XX 01:XX Lr-1.0 11:XX 04:XX 02:XX Lr-0.26
CGl16 01:XX 01:XX 01:XX Lr-1.0 10:XX 06:XX 01:XX Lr-0.23
08:XX 10:XX 05:XX Lr-26.0 10:XX 06:XX 01:XX Lr-0.23
CG17 13:XX 10:XX 05:XX Lr-35.0 07:XX 02:XX 02:XX Lr-0.24
08:XX 10:XX 05:XX Lr-26.0 10:XX 06:XX 01:XX Lr-0.23
CG18 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
07:XX 09:XX 05:XX Lr-37.0 09:XX 09:XX 04: XX+ Lr-0.27

05:XX



SLA-1 SLA-2 SLA-3 Haplotype DRB1 DQB1 DQA Haplotype
CGI19 04:XX 01:XX 04:XX Unknown 02:XX 04:XX 02:XX Lr-0.4a
09:XX 05:XX 07:XX Lr-28.0 08:XX 02:XX 02:XX Lr-0.8b
CG20 08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
09:XX 05:XX 07:XX Lr-28.0 10:XX 06:XX 01:XX Lr-0.23
CG21 07:XX 05:XX 06:XX Lr-21.0 01:XX 01:XX 01:XX Lr-0.1
09:XX 05:XX 07:XX Lr-28.0 08:XX 02:XX 02:XX Lr-0.8b
CG22 08:XX 12:XX 06:XX Lr-22.0 01:XX 01:XX 01:XX Lr-0.1
06:XX 02:XX 04:XX Unknown 08:XX 02:XX 02:XX Lr-0.8b
CG23 08:XX 07:XX 03:XX Lr-82.0 02:XX 02:XX 02:XX Lr-0.2
08:XX 09:XX 03:XX Lr-58.0 06:XX 07:XX 01:XX Lr-0.12
CG24 08:XX 05:XX 06:XX Lr-6.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 14:XX 04:XX Unknown 06:XX 07:XX 01:XX Lr-0.12
CG25 11:XX 13:XX 05:XX Potential 01:XX 01:XX 01:XX Lr-0.1
07:XX 05:XX 06:XX Lr-21.0 09:XX 09:XX 04:- XX+ Lr-0.27
05:XX
3.2 Boar (n=10)
SLA-1 SLA-2 SLA-3 Haplotype DRBI1 DQB1 DQA Haplotype
CBO1 08:XX 10:XX 05:XX Lr-26.0 02:XX 02:XX 02:XX Lr-0.2
08:XX 10:XX 05:XX Lr-26.0 02:XX 02:XX 02:XX Lr-0.2
CB02 04:XX 06:XX 03:XX Lr-18.0 06:XX 07:XX 01:XX Lr-0.12
Blank 14:XX 04:XX Unknown 05:XX 02:XX 02:XX Lr-0.5
CBO03 08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
CB04 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
CBO05 04:XX 09:XX 04:XX Potential 01:XX 10:XX 04:XX Lr-0.36
08:XX 10:XX 05:XX Lr-26.0 09:XX 09:XX 04 XX+ Lr-0.27
05:XX
CB06 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 04:XX 04:XX Lr-4.0 09:XX 09:XX 04 XX+ Lr-0.27
05:XX
CBO07 08:XX 10:XX 05:XX Lr-26.0 10:XX 06:XX 01:XX Lr-0.23
07:XX 05:XX 06:XX Lr-21.0 06:XX 02:XX 02:XX Lr-0.22
CBO08 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 09:XX 04:XX Potential 02:XX 02:XX 02:XX Lr-0.2
CB09 04:XX 09:XX 04:XX Potential 02:XX 02:XX 02:XX Lr-0.2
08:XX 10:XX 05:XX Lr-26.0 09:XX 09:XX 04 XX+ Lr-0.27
05:XX
CB10 04:XX 09:XX 04:XX Potential 02:XX 02:XX 02:XX Lr-0.2
08:XX 10:XX 05:XX Lr-26.0 09:XX 09:XX 04 XX+ Lr-0.27
05:XX
4. Farm D (32)
4.1 Gilt (22)
SLA-1 SLA-2 SLA-3 Haplotype DRB1 DQB1 DQA Haplotype
DGO1 07:XX 02:XX 04:XX Lr-32.0 09:XX 09:XX 0(;‘5);();- Lr-0.27
02:XX 02:XX 04:XX Lr-2.0 10:XX 02:XX 03:XX Potential



SLA-1 SLA-2 SLA-3 Haplotype DRBI DQBI DQA Haplotype
DG02 02:XX 11:XX 01:XX Lr-57.0 09:XX 09:XX 03;%: Lr-0.27
08:XX 05:XX 07:XX Lr-7.0 10:XX 02:XX 03:XX Potential
DG03 01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1
08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
DG04 08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
Blank 09:XX 05:XX Lr-29.0 07:XX 02:XX 02:XX Lr-0.24
DGO5 07:XX 02:XX 04:XX Lr-32.0 04:XX 07:XX 03:XX Lr-0.19
02:XX 02:XX 04:XX Lr-2.0 10:XX 06:XX 01:XX Lr-0.23
DG06 02:XX 11:XX 01:XX Lr-57.0 07:XX 02:XX 02:XX Lr-0.24
08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
DGO07 08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
08:XX 10:XX 05:XX Lr-26.0 07:XX 02:XX 02:XX Lr-0.24
DG08 02:XX 11:XX 01:XX Lr-57.0 07:XX 02:XX 02:XX Lr-0.24
08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
DG09 Blank 09:XX 05:XX Lr-29.0 10:XX 06:XX 01:XX Lr-0.23
08:XX 05:XX 07:XX Lr-7.0 07:XX 02:XX 02:XX Lr-0.24
DG10 06:XX 09:XX 05:XX Lr-29.0 10:XX 06:XX 01:XX Lr-0.23
08:XX 10:XX 05:XX Lr-26.0 07:XX 02:XX 02:XX Lr-0.24
DG11 08:XX 10:XX 05:XX Lr-26.0 10:XX 06:XX 01:XX Lr-0.23
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
DG12 08:XX 05:XX 07:XX Lr-7.0 10:XX 06:XX 01:XX Lr-0.23
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
DG13 08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
DG14 01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1
08:XX 10:XX 05:XX Lr-26.0 10:XX 06:XX 01:XX Lr-0.23
DG15 07:XX 02:XX 04:XX Lr-32.0 01:XX 01:XX 01:XX Lr-0.1
02:XX 02:XX 04:XX Lr-2.0 06:XX 07:XX 01:XX Lr-0.12
DG16 07:XX 02:XX 04:XX Lr-32.0 04:XX 07:XX 03:XX Lr-0.19
01:XX 01:XX 01:XX Lr-1.0 07:XX 02:XX 02:XX Lr-0.24
DG17 07:XX 02:XX 04:XX Lr-32.0 04:XX 07:XX 03:XX Lr-0.19
02:XX 11:XX 01:XX Lr-57.0 11:XX 04:XX 02:XX Lr-0.26
DG18 07:XX 02:XX 04:XX Lr-32.0 11:XX 04:XX 02:XX Lr-0.26
02:XX 11:XX 01:XX Lr-57.0 02:XX 02:XX 02:XX Lr-0.2
DG19 02:XX 11:XX 01:XX Lr-57.0 04:XX 02:XX 02:XX Lr-0.15
02:XX 11:XX 01:XX Lr-57.0 11:XX 04:XX 02:XX Lr-0.26
DG20 01:XX 01:XX 01:XX Lr-1.0 01:XX 01:XX 01:XX Lr-0.1
06:XX 01:XX 01:XX Lr-27.0 07:XX 02:XX 02:XX Lr-0.24
DG21 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
DG22 01:XX 01:XX 01:XX Lr-1.0 04:XX 02:XX 02:XX Lr-0.15
08:XX 12:XX 06:XX Lr-22.0 01:XX 01:XX 01:XX Lr-0.1




4.2 Boar (10)

SLA-1 SLA-2 SLA-3 Haplotype DRB1 DQB1 DQA Haplotype
DBO1 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
DBO02 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
DBO03 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
DB04 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
08:XX 10:XX 05:XX Lr-26.0 02:XX 02:XX 02:XX Lr-0.2
DBO05 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
DBO06 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
08:XX 10:XX 05:XX Lr-26.0 13:XX 09:XX 04:-XX+ Lr-0.25
05:XX
DBO07 07:XX 02:XX 04:XX Lr-32.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
DBO08 07:XX 02:XX 04:XX Lr-32.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
DBO09 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
08:XX 10:XX 05:XX Lr-26.0 02:XX 02:XX 02:XX Lr-0.2
DBI10 04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
04:XX 04:XX 04:XX Lr-4.0 02:XX 02:XX 02:XX Lr-0.2
5.  Farm E gilt (n = 35)
SLA-1 SLA-2 SLA-3 Haplotype DRBI1 DQB1 DQA Haplotype
EGO1 11:XX 13:XX 05:XX Potential 04:XX 02:XX 02:XX Lr-0.15
08:XX 12:XX 06:XX Lr-22.0 09:XX 09:XX 0615););— Lr-0.27
EGO02 11:XX 04:XX 04:XX Lr-43.0 04:XX 06:XX 01:XX Unknown
07:XX 09:XX 05:XX Lr-37.0 09:XX 09:XX 0615););— Lr-0.27
EGO03 07:XX 09:XX 05:XX Lr-37.0 04:XX 08:XX 03:XX Lr-0.10
12:XX 10:XX 05:XX Lr-35.0 09:XX 08:XX 03:XX Lr-0.14
EG04 07:XX 09:XX 05:XX Lr-37.0 10:XX 06:XX 01:XX Lr-0.23
08:XX 12:XX 06:XX Lr-22.0 09:XX 09:XX 0615););— Lr-0.27
EGO05 08:XX 09:XX 05:XX Lr-29.0 05:XX 08:XX 01:XX Lr-0.6
11: XX 04:XX 04:XX Lr-43.0 09:XX 09:XX 04:- XX+ Lr-0.27
05:XX
EGO06 08:XX 10:XX 05:XX Lr-26.0 10:XX 06:XX 01: XX Lr-0.23
11: XX 07:XX 03:XX Lr-25.0 13:XX 09:XX 04: XX+ Lr-0.25
05:XX
EGO07 08:XX 10:XX 05:XX Lr-26.0 09:XX 09:XX 03:XX Unknown
07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01: XX Lr-0.12
EGO08 08:XX 10:XX 05:XX Lr-26.0 05:XX 08:XX 01: XX Lr-0.6
11: XX 09:XX 03:XX Lr-70.0 09:XX 09:XX 04: XX+ Lr-0.27
05:XX
EGO09 11:XX 07:XX 03:XX Lr-25.0 13:XX 09:XX 04:XX Lr-0.25
07:XX 09:XX 05:XX Lr-37.0 09:XX 09:XX 04: XX Lr-0.27

05:XX



SLA-1 SLA-2 SLA-3 Haplotype DRBI1 DQB1 DQA Haplotype
EG10 1123););- 10:XX 05:XX Lr-35.0 06:XX 07:XX 01:XX Lr-0.12
1123););— 10:XX 05:XX Lr-35.0 10:XX 02:XX 03:XX Potential
EGl1 02:XX 11:XX 01:XX Lr-57.0 11:XX 04:XX 02:XX Lr-0.26
07:XX 09:XX 05:XX Lr-37.0 07:XX 02:XX 02:XX Lr-0.24
EGI12 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01: XX Lr-0.12
11: XX Blank 05:XX Lr-63.0 09:XX 09:XX 04: XX Lr-0.27
05:XX
EG13 07:XX 09:XX 05:XX Lr-37.0 05:XX 08:XX 01:XX Lr-0.6
Blank 11:XX 04:XX Unknown 07:XX 02:XX 02:XX Lr-0.24
EGl4 08:XX 10:XX 05:XX Lr-26.0 10:XX 06:XX 01:XX Lr-0.23
11:XX 14:XX Blank Unknown 04:XX 07:XX 03:XX Lr-0.19
EG15 Blank 01:XX 01:XX Unknown 04:XX 07:XX 03:XX Lr-0.19
Blank 09:XX 05:XX Lr-29.0 07:XX 02:XX 02:XX Lr-0.24
EGl16 02:XX 11:XX 01:XX Lr-57.0 11:XX 04:XX 02:XX Lr-0.26
06:XX 09:XX 05:XX Lr-29.0 07:XX 02:XX 02:XX Lr-0.24
EG17 08:XX 12:XX 06:XX Lr-22.0 04:XX 08:XX 03:XX Lr-0.10
08:XX 10:XX 05:XX Lr-26.0 04:XX 02:XX 02:XX Lr-0.15
EG18 06:XX 09:XX 05:XX Lr-29.0 07:XX 02:XX 02:XX Lr-0.24
11: XX 07:XX 03:XX Lr-25.0 13:XX 09:XX 04: XX+ Lr-0.25
05:XX
EG19 07:XX 02:XX 04:XX Lr-32.0 07:XX 02:XX 02:XX Lr-0.24
06:XX 09:XX 05:XX Lr-29.0 06:XX 07:XX 01: XX Lr-0.12
EG20 08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
11: XX 01:XX 01:XX Potential 04:XX 07:XX 03:XX Lr-0.19
EG21 07:XX 02:XX 04:XX Lr-32.0 07:XX 02:XX 02:XX Lr-0.24
06:XX 09:XX 05:XX Lr-29.0 06:XX 07:XX 01: XX Lr-0.12
EG22 07:XX 02:XX 04:XX Lr-32.0 04:XX 07:XX 03:XX Lr-0.19
02:XX 02:XX 04:XX Lr-2.0 10:XX 06:XX 01: XX Lr-0.23
EG23 06:XX 09:XX 05:XX Lr-29.0 07:XX 02:XX 02:XX Lr-0.24
08:XX 10:XX 05:XX Lr-26.0 06:XX 07:XX 01:XX Lr-0.12
EG24 11:XX 01:XX 01:XX Potential 04:XX 02:XX 02:XX Lr-0.15
08:XX 12:XX 06:XX Lr-22.0 04:XX 07:XX 03:XX Lr-0.19
EG25 08:XX 10:XX 05:XX Lr-26.0 02:XX 02:XX 02:XX Lr-0.2
11: XX 09:XX 03:XX Lr-70.0 09:XX 09:XX 04: XX Lr-0.27
05:XX
EG26 08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
08:XX 12:XX 06:XX Lr-22.0 04:XX 02:XX 02:XX Lr-0.15
EG27 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
07:XX 09:XX 05:XX Lr-37.0 09:XX 09:XX 0(;15););— Lr-0.27
EG28 07:XX 11:XX 04:XX Lr-76.0 04:XX 02:XX 02:XX Lr-0.15
08:XX 12:XX 06:XX Lr-22.0 05:XX 08:XX 01:XX Lr-0.6
EG29 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01: XX Lr-0.12
06:XX 09:XX 05:XX Lr-29.0 09:XX 09:XX 0(;15););— Lr-0.27
EG30 11:XX 07:XX 03:XX Lr-25.0 13:XX 09:XX 04:XX Lr-0.25



SLA-1 SLA-2 SLA-3 Haplotype DRB1 DQB1 DQA Haplotype

Blank 13:XX 05:XX Unknown 09:XX 09:XX 0615%3;— Lr-0.27
EG31 11:XX 04:XX 04:XX Lr-43.0 09:XX 09:XX 0(;15);)?— Lr-0.27
08:XX 04:XX 05:XX Lr-49.0 09:XX 09:XX 0(;15););— Lr-0.27
EG32 07:XX 09:XX 05:XX Lr-37.0 09:XX 09:XX 0(;15););— Lr-0.27
11:XX 04:XX 04:XX Lr-43.0 09:XX 09:XX 04:XX+ Lr-0.27

05:XX
EG33 07:XX 02:XX 04:XX Lr-32.0 06:XX 07:XX 01:XX Lr-0.12
11:XX 04:XX 04:XX Lr-43.0 09:XX 09:XX 04:XX°+ Lr-0.27

05:XX
EG34 Blank 01:XX 04:XX Unknown 06:XX 07:XX 01:XX Lr-0.12
1123););— 10:XX 05:XX Lr-35.0 10:XX 02:XX 03:XX Potential
EG35 06:XX 09:XX 05:XX Lr-29.0 13:XX 09:XX 04:XX Lr-0.25
11:XX 07:XX 03:XX Lr-25.0 07:XX 02:XX 02:XX Lr-0.24




Supplementary Table 2 Frequency and SLA class I and II haplotypes of homozygous
animals in the study population

SLA class I SLA class 11 Complete haplotype*
Farm Boars Gilts Boars Gilts Boars Gilts
A (32) 4/6 1/26 4/6 0/26 4/6 0/26
Lr-4.0 Lr-25.0 Lr-0.2 - Lr-4.2 -
Lr-7.0 Lr-0.12 Lr-7.23
Lr-22.0 Lr-0.15 Lr-22.15
Lr-32.0 Lr-0.23 Lr-32.12
B (24) 2/6 1/18 6/6 1/18 2/6 0/18
Lr-4.0 Lr-25.0 Lr-0.2 (3) Lr-0.19 Lr-4.19 -
Lr-49.0 Lr-0.10 (2) Lr-49.2
Lr-0.19
C (35) 4/10 0/25 4/10 3/25 3/10 0/25
Lr-4.0 (2) - Lr-0.2 (3) Lr-0.10 Lr-4.2 -
Lr-7.0 Lr-0.23 Lr-0.23 (2) Lr-7.23
Lr-26.0 Lr-26.2
D (32) 5/10 3/22 9/10 2/22 5/10 2/22
Lr-4.0 (5) Lr-22.0 Lr-0.2 (9) Lr-0.12 Lr-4.2 (5) Lr-22.15
Lr-32.0 Lr-0.15 Lr-32.12
Lr-57.0
E (35) n/a** 2/35 n/a 3/35 n/a 1/35
Lr-22.0 Lr-0.15 Lr-22.15
Lr-35.0 Lr-0.27 (2)
total 15/32 7/126 23/32 9/126 14/32 3/126

*Homozygous in all 6 SLA loci **Boars from farm E were not enrolled in this study.



Supplementary Table 3 Frequency of SLA class I allelic groups of Thai pigs in comparison
with other populations

Allelic Thai Thai Canadian Canadian German Danish usS UsS
group® boars® gilts” Landrace Yorkshire Landrace crossbreeds® PCV+KSU! Big Pig*
(n=32) (n=126) (n=22) (n=15) (n=155) (n=100) (n=101) (n=101)

SLA-1 01:XX 7.5% 10.0% 0.8% 3.0% 17.8% 26.2%
02:XX 8.7% 0.8% 14.4% 1.5%

04:XX 53.1% 1.2% 4.6% 20.0% 0.8% 19.3% 30.7% 22.8%
05:XX

06:XX 6.0% 5.4% 0.5%
07:XX 10.9% 23.8% 15.9% 6.7% 6.9% 13.9% 2.5%
08:XX 32.8% 29.4% 18.2% 43.3% 23.9% 32.7% 11.8% 24.3%
09:XX 2.0% 9.1% 0.8% 2.4% 5.4%
10:XX

11: XX 9.5% 13.3% 15.3% 1.5% 18.3% 0.5%
12: XX 1.2% 2.3% 5.4%

13: XX 6.4% 6.7%

14: XX 0.4% 29.6% 16.2% 1.0%

16:XX 1.0%

17: XX 1.6% 0.8%

Blank** 1.6% 3.2% 20.5% 29.2% 6.4% 16.4%

SLA-2 01:XX 11.1% 10.0% 0.8% 3.0% 28.7% 35.1%
02:XX 9.4% 20.6% 25.0% 3.1% 25.7% 1.5% 0.5%
03:XX
04:XX 51.6% 2.8% 4.6% 20.0% 6.2% 19.3% 33.2% 21.3%
05:XX 7.8% 9.9% 36.4% 3.3% 29.2% 10.9% 8.9% 7.0%
06:XX 1.6% 1.6% 15.9% 22.3% 9.9% 3.5% 0.5%
07:XX 4.8% 6.9% 1.5% 12.9% 0.5%
08:XX 5.4% 8.4% 1.5%
09:XX 6.3% 11.1% 6.7% 1.0% 3.0%
10: XX 17.2% 13.9% 18.2% 46.7% 10.8% 17.3% 2.9% 11.4%
11: XX 6.8% 2.5% 19.3%
12: XX 4.7% 15.1% 7.4% 5.45%

13:XX 1.2%
14: XX 1.6% 0.8%
15:XX 1.5%
17:XX 1.5%
Blank** 0.4% 4.6% 2.9%

SLA-3 01:XX 15.5% 10.0% 0.8% 5.4% 23.3% 28.2%
03:XX 1.6% 6.8% 3.3% 13.1% 8.9% 16.3% 0.5%
04:XX 62.5% 27.4% 45.5% 20.0% 40.8% 48.0% 34.7% 22.3%
05:XX 21.9% 25.0% 18.2% 63.3% 16.9% 11.4% 5.8% 16.4%
06:XX 6.3% 16.3% 2.3% 3.3% 12.3% 8.4% 7.9% 25.8%
07:XX 7.8% 8.7% 34.1% 16.2% 17.8% 11.9% 6.9%
08:XX
Blank** 0.4%

*The study primer sets cannot identify SLA-1*03:XX, SLA-1*¥15:XX, SLA-2*16:XX and SLA-3*02:XX. **Blank indicates alleles that
cannot be identified with the study primer sets. *Thai boars were 100%Duroc. °Thai gilts were either (50%Landrace/50%Y orkshire, n = 113)
or (25%L/75%Y, n = 13). “Danish crossbreeds were 50%LY/50%D (Pedersen et al., 2014). US PCV+KSU were 50%LY/50%D
crossbreeds. ‘US Big Pig were 50%L/50%Y crossbreeds (Ho et al., 2009).



Supplementary Table 4 Frequency of SLA class I haplotypes of Thai pigs in comparison

with other populations

Haplotype Thai Thai Canadian Canadian  German Danish UsS UsS

boars? gilts® Landrace Yorkshire Landrace crossbred® PCV+KSU? Big Pig®
(n=32) (n=126) (n=22) (n=15) (n=155) (n=100) (n=101) (n=101)

Lr-1.0 7.5% 10.0% 0.8% 3.0% 17.8% 25.7%

Lr-2.0 2.8% 0.8% 11.9% 1.5%

Lr-4.0 45.3% 0.4% 4.5% 20.0% 0.8% 19.3% 30.7% 21.3%

Lr-5.0 1.5%

Lr-6.0 0.4% 2.3% 10.8% 1.0% 5.0%

Lr-7.0 6.3% 5.2% 13.6% 2.3% 9.4% 3.5%

Lr-11.0 2.9%

Lr-17.0 0.4%

Lr-18.0 1.6%

Lr-21.0 1.6% 0.8% 3.3% 2.5% 1.5%

Lr-22.0 4.7% 14.7% 7.4% 5.5% 19.3%

Lr-24.0 1.5% 1.5%

Lr-25.0 4.4% 6.9% 1.5% 12.9% 0.5%

Lr-26.0 15.6% 6.0% 2.3% 40.0% 0.8% 5.0% 2.9%

Lr-27.0 0.8% 5.5% 0.5%

Lr-28.0 2.0% 20.5% 0.8% 2.5% 5.4%

Lr-29.0 5.6% 1.0% 3.0%

Lr-30.0 2.0%

Lr-31.0 2.9% 1.5%

Lr-32.0 9.4% 17.1% 15.9% 2.3% 13.9% 0.5%

Lr-33.0 0.5%

Lr-34.0 13.8% 0.5% 0.5%

Lr-35.0 7.1% 2.3% 6.7%

Lr-37.0 4.4% 3.3% 5.4%

Lr-39.0 4.6% 3.0% 11.4%

Lr-40.0 1.0%

Lr-43.0 2.0% 5.4% 2.5%

Lr-45.0 5.4% 8.4%

Lr-47.0 1.5%

Lr-49.0 6.3% 0.4% 4.6% 1.5%

Lr-50.0 0.4%

Lr-52.0 7.7%

Lr-56.0 1.5%

Lr-57.0 6.0% 3.0%

Lr-58.0 0.4% 3.3%

Lr-59.0 1.5% 2.9%

Lr-61.0 4.6% 6.9% 3.5%

Lr-62.0 15.9% 16.2% 1.0%

Lr-63.0 0.4% 13.3%

Lr-64.0 13.6%

Lr-70.0 0.8%

Lr-73.0 9.1%

Lr-76.0 0.4%

Lr-80.0 1.2%

Lr-81.0 0.4%

Lr-82.0 0.4%

*The study primer sets cannot identify SLA-1*03:XX, SLA-1*15:XX, SLA-2*16:XX and SLA-3*02:XX. *Thai
boars were 100%Duroc. ®Thai gilts were either (50%Landrace/50%Y orkshire, n = 113) or (25%L/75%Y, n =
13). *Danish crossbreeds were 50%LY/50%D (Pedersen et al., 2014). ‘US PCV+KSU were 50%LY/50%D

crossbreeds. “US Big Pig were 50%L/50%Y crossbreeds (Ho et al., 2009).



Supplementary Table 5 Frequency of SLA class II allelic groups of Thai pigs in comparison
with other populations

Allelic Thai Thai Canadian Canadian  German US US
boar? gilt® Landrace Yorkshire Landrace PCV+KSU® Big Pig?
ErOUP h=32) m=126) (n=22) (m=15)  (n=155) (n=101) (n=93)

DRB1 01:XX 1.6% 8.7% 12.3% 21.8% 17.2%
02:XX 57.8% 2.4% 23.3% 23.3% 26.3%
03:XX
04:XX 15.6% 24.6% 10.0% 7.7% 27.2% 22.6%
05:XX 1.6% 4.6% 5.0%

06:XX 3.1% 17.1% 43.2% 3.3% 40.8% 11.4% 2.7%
07:XX 6.7% 3.3% 3.8%
08:XX 4.7% 1.2% 11.4% 3.1% 2.5%

09:XX 7.8% 9.9% 13.3% 7.7% 5.5%

10:XX 7.8% 17.9% 40.9% 46.7% 10.8% 14.0%
11:XX 4.8% 6.2% 3.5% 11.8%
12:XX

13:XX 1.6% 3.6% 6.9% 1.5%

14:XX

Blank* 4.6%

DQBI1 01:XX 6.8% 16.3% 17.2%
02:XX 65.6% 25.0% 15.9% 20.0% 3.1% 44.6% 30.1%
03:XX 3.2% 6.4% 3.2%
04:XX 6.0% 20.0% 5.4% 3.5% 31.2%
05:XX 1.6% 13.1% 5.5%

06:XX 7.8% 16.7% 40.9% 46.7% 10.8% 14.0%
07:XX 9.9% 17.5% 45.5% 48.5% 15.8% 2.7%
08:XX 7.8% 4.0% 7.7% 4.6%

09:XX 7.8% 18.7% 13.3% 11.5% 3.0% 1.6%
10:XX 1.6%

Blank* 0.8% 13.3%

DQA 01:XX 12.5% 40.9% 51.5% 23.3% 33.3%
02:XX 65.6% 31.8% 9.2% 51.5% 64.5%
03:XX 12.5% 13.5% 15.4% 14.9% 0.5%

0(;‘5':);); 94%  13.9% 23.8% 8.4% 1.6%

*Blank indicates alleles that cannot be identified with the study primer sets. “Thai boars were 100%Duroc. "Thai
gilts were either (50%Landrace/50%Y orkshire, n = 113) or (25%L/75%Y, n = 13). °US PCV+KSU were
50%LY/50%D crossbreeds. ‘US Big Pig were 50%L/50%Y crossbreeds (Ho et al., 2010).



Supplementary Table 6 Frequency of SLA class II haplotypes of Thai pigs in comparison
with other populations

Thai boar* Thai Canadian  Canadian German usS UsS
Haplotype (n=32) gilt® Landrace Yorkshire Landrace PCV+KSU® Big Pig?

(n=126) (n=22) (n=15) (n=155) (n=101) (n=93)

Lr-0.1 6.8% 16.3% 17.2%

Lr-0.2 57.8% 2.0% 3.3% 23.3% 6.9%

Lr-0.4 0.4% 20% 19.4%

Lr-0.5 1.6% 4.5% 4.9%

Lr-0.6 1.6%

Lr-0.8 1.2% 11.4% 3.1% 2.5%

Lr-0.10 6.3% 1.6% 1.9%

Lr-0.11 0.8%

Lr-0.12 4.7% 15.9% 38.6% 40.8% 5.9% 2.2%

Lr-0.13 0.4% 3.5% 3.2%

Lr-0.14 1.6% 0.8% 7.7% 2.5%

Lr-0.15 4.7% 13.9% 10.0% 11.4% 18.8%

Lr-0.19 8.3% 7.7% 10.4% 0.5%

Lr-0.20 2.9%

Lr-0.21 1.6% 12.3% 5.5%

Lr-0.22 1.6% 0.8% 3.3% 2.5%

Lr-0.23 7.8% 16.3% 45.5% 46.7% 10.8% 13.9%

Lr-0.24 8.3% 3.3% 3.8%

Lr-0.25 1.6% 3.6% 6.9% 1.6%

Lr-0.26 4.8% 5.4% 3.5% 11.8%

Lr-0.27 6.3% 8.0% 13.3% 2.9%

Lr-0.29 4.6%

Lr-0.30 0.8%

Lr-0.36 1.6%

“Thai boars were 100%Duroc. "Thai gilts were either (50%Landrace/50%Y orkshire, n = 113) or (25%L/75%Y,
n = 13). °US PCV+KSU were 50%LY/50%D crossbreeds. ‘US Big Pig were 50%L/50%Y crossbreeds (Ho et
al., 2010).



Supplementary Table 7 Common SLA haplotypes of Thai pigs in comparison with other
populations

Haplotype Thai boar* Thai gilt Canadian Canadian German
(n=32) (n=126) Landrace Yorkshire Landrace
(n=22) (n=15) (n=155)
Lr-1.1 52%
Lr-4.2 37.5% 0.4%
Lr-6.12 10.8%
Lr-7.23 6.25% 4.8%
Lr-22.15 4.69% 12.7%
Lr-25.25 3.6% 6.9%
Lr-26.23 1.56% 3.2% 4.5% 40%
Lr-28.23 1.2% 13.6% 0.8%
Lr-32.12 3.13% 12.7% 15.9% 2.3%
Lr-34.21 12.3%
Lr-35.23 4.8% 2.3% 6.7% 3.8%
Lr-62.12 16.2%
Lr-64.23 13.6%

“Thai boars were 100%Duroc. "Thai gilts were either (50%Landrace/50%Y orkshire, n = 113) or (25%L/75%Y,
n=13).



Supplementary Table 8 Shared SLA class I and II haplotypes of Thai pigs with other
populations

SLA class 1 Population SLA class IT Population
haplotype haplotype
Lr-1.0 Austrian Pietrain Lr-0.1 Austrian Pietrain
Canadian Yorkshire Meishan
German Landrace US KSU, PCV, Big Pig
Austrian crossbreeds Korean native pigs

Danish crossbreeds
US KSU, PCV, Big Pig

Lr-2.0 Danish crossbreeds Lr-0.2 Canadian Yorkshire
US KSU, PCV, Big Pig
Lr-4.0 Canadian Landrace& Y orkshire Lr-0.4 Canadian Yorkshire
Meishan US Big Pig

Austrian crossbreeds
Danish crossbreeds
US KSU, PCV, Big Pig

Lr-6.0 Austrian crossbreeds Lr-0.5 Canadian Landrace& Y orkshire
Danish crossbreeds US PCV
US Big Pig
Lr-7.0 Canadian Landrace Lr-0.6 Austrian Pietrain

Austrian crossbreeds
Danish crossbreeds
US PCV
Korean native pigs

Lr-17.0 Clawn minipig Lr-0.8 Canadian Landrace
Microminipig Austrian crossbreeds
US PCV
Lr-18.0 Meishan Lr-0.10 US PCV
Lr-21.0 Canadian Yorkshire Lr-0.11 Microminipig
Lr-22.0 Danish crossbreeds Lr-0.12 Austrian Pietrain
US KSU, PCV, Big Pig Canadian Landrace
US PCV, Big Pig
Lr-25.0 Austrian Pietrain Lr-0.13 Austrian Pietrain
Austrian crossbreeds Microminipig
Danish crossbreeds US PCV, Big Pig, Meishan
US KSU, PCV, Big pig Korean native pigs
Lr-26.0 Austrian Pietrain Lr-0.14 Austrian Pietrain
Canadian Landrace& Y orkshire Austrian crossbreeds
Austrian crossbreeds US KSU, Meishan
Danish crossbreeds
US KSU
Lr-27.0 US KSU, PCV Lr-0.15 Austrian Pietrain
Canadian Yorkshire
Meishan

US KSU, PCV, Big Pig



SLA class I Population SLA class II Population
haplotype haplotype
Lr-28.0 Austrian Pietrain Lr-0.19 Austrian Pietrain
Canadian Landrace Austrian crossbreeds
Austrian crossbreeds US KSU, PCV, Big Pig
US PCV, Big Pig
Lr-29.0 Austrian Pietrain Lr-0.21 US KSU, PCV
Danish crossbreeds
US Big Pig
Lr-32.0 Austrian Pietrain Lr-0.22 US PCV, Big Pig, Meishan
Canadian Landrace
Austrian crossbreeds
Danish crossbreeds
US Big Pig
Lr-35.0 Austrian Pietrain Lr-0.23 Austrian Pietrain
Canadian Landrace& Y orkshire Canadian Landrace& Y orkshire
Austrian crossbreeds Microminipig
Austrian crossbreeds
US Big Pig
Korean native pigs
Lr-37.0 Canadian Yorkshire Lr-0.24 Austrian Pietrain
Canadian Yorkshire
US Big Pig
Lr-43.0 Austrian Pietrain Lr-0.25 Austrian Pietrain
Austrian crossbreeds Austrian crossbreeds
US KSU US Big Pig
Lr-49.0 Danish crossbreeds Lr-0.26 Austrian crossbreeds
US PCV, Big Pig
Lr-50.0 ST cell line Lr-0.27 Canadian Yorkshire
Lr-57.0 Danish crossbreeds Lr-0.36 ESK-4 cell line
Lr-58.0 Canadian Yorkshire
Lr-63.0 Canadian Yorkshire
Lr-70.0 Bama miniature pig
Lr-76.0 Wuzhishan
Lr-80.0 Bama miniature pig
Lr-81.0 Bama miniature pig
Lr-82.0 Bama miniature pig

References: Austrian crossbreeds (50%LY/50%D) (Unpublished data, Hammer et al., 2015), Austrian Pietrain
(Essler et al., 2013), Bama miniature pig (Gao et al., 2014), Canadian Landrace& Y orkshire (Gao et al., 2017),

Microminipig (Ando et al., 2014), Danish crossbreeds (50%LY/50%D) (Pedersen et al., 2014), German

Landrace (Gimsa et al., 2017), Korean native pigs (Cho et al., 2010), Meishan (Ho et al., 2006; Ho et al., 2010),

US PCV, KSU (50%LY/50%D) Big Pig (50%L/50%Y) (Ho et al., 2009; Ho et al., 2010)
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