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Figure S1: Salmonella enterica virulence in Galleria mellonella.

A. Galleria mellonella larvae were injected with 10 pl of a solution containing 10* or 10°
Salmonella cells, heat inactivated Salmonella (HI) (10%), Escherichia coli K12 (10%) or PBS.
Kaplan-Meier plots show larvae survival over 72 hours. Experiments were repeated three times
using 20 larvae per group. The survival curves were compared by log-rank. ***P < 0.001
(Mantel-Cox test). B. Galleria larvae were injected with 10* Salmonella cells. 6, 12, 18 and 24
hours post-injection, the hemolymph was removed from 24 larvae for bacterial counts on LB
agar plates. The grey dots indicate CFU counted from alive larvae and the black bars represent
the median value. The red triangles indicate CFU from killed larvae and the red bars represent

the median value.
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Figure S2: Growth of three Salmonella enterica strains under microaerobic conditions.

Salmonella enterica wild-type (black circles), the HpxF (green circles) and the AsodA AsodB
(red circles) cells were grown in LB medium in microaerobic conditions during 16 hours. The
cells were then diluted in LB medium to an ODeoo of 0.05, and microaerobic growth was

monitored at 600 nm without shaking at 37°C.



Table S1. List of strains and plasmids used in this study.

Strain

Genotype and description

Source

Salmonella
enterica 14028

AsodA

AsodB

AsodA AsodB

AsodCl

AsodCllI

AsodCl AsodCllI

AkatE AkatG
AkatN

AahpC AtsaA

HpxF

AOXyR

AhypT

ASOXR

Escherichia coli
K-12

Salmonella enterica serovar Typhimurium

14028 (wild-type)

14028 AsodA::Cm"

14028 AsodB::Cm"

14028 AsodA AsodB::Cm’

14028 AsodCl::Cm'

14028 AsodCllI::Kan'

14028 AsodCl::Cm" AsodClI::Kan"

14028 AkatE AkatG AkatN::Kan'

14028 AahpCF AtsaA::Kan'

14028 AkatE AkatG AkatN AahpCF::Kan'

AtsaA::Cm’

14028 AoxyR::Tn10 (Tet")

14028 AhypT::Cm'

14028 AsoxR::Cm'

Escherichia coli K-12 MG1655

Laboratory collection

This study

This study

This study

(Uzzau et al., 2002)

(Uzzau et al., 2002)

This study

(Hébrard et al., 2009)

(Hébrard et al., 2009)

(Hébrard et al., 2009)

(Elgrably-Weiss et al.,
2002)

This study

This study

Laboratory collection




Plasmids

pFPV25 derivative carrying the ahpC

PahpC-gfp oromoter - Ap' (Aussel et al., 2011)
i pFPV25 derivative carrying the soxS .

PsoxS-gfp promoter - Ap' This study

Prpsm-mCherry pGBM2 derivative carrying the rpsM This study

promoter - Kan'
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Table S2. List of oligonucleotides.

Name Sequence

PahpC fw CCCTCTAGAGTAATGTAGAGCGCAACACTT
PahpC rev CCCCATATGTACTTCCTCCGTGTTTTCGTT
PsoxS fw CCCTCTAGATTGCCAGCGGGATGCCGATAC
PsoxS rev CCCCATATGGTTGCCTCTTAAACAGTATTC
sodA fw GAACCAACTGCTTACGCGGCG

SodA rev CATCTGCTGCTCCTTACGCGG

sodB fw TTGCGCCACCGCTCAATTTGC

sodB rev GGCGTCTCCTCTATTCTATCCC

SOXR fw CATCAATCCATTCGATAAGGG

SOXR rev GACGTCGGGGGAAACCCTCCTG

hypT fw CCCGCTAGTTTCAGGCTGCCCC

hypT rev

CCGATGATTGATTCCACAGCGTCGC




