Table S10 Comparison of the major quantitative trait loci (QTL) for kernel-related traits identified in this study with previous studies
	Triat
	Gene/QTL
	chromosome arm
	Left marker information
	Right marker information
	Reference

	
	
	
	Physical position
	ID
	Physical position
	ID
	

	KL
	
	1BL
	94832296
	IWA3092
	409496782
	BS00010625_51
	[1]

	
	QKl-1B
	1BL
	N
	wPt-2315
	637368430
	Xwmc766
	[2]

	
	QKl.sdau-1B.1
	1B
	N
	Xswes15
	N
	Xubc811b
	[3]

	
	QKl.sdau-1B.2
	1B
	N
	Xubc856a
	N
	Xswesa69b
	[3]

	
	QKl-1BL.1
	1BL
	19040394
	Xmwg68.2
	111026591
	wPt-9857 wPt-0260
	[4]

	
	
	1BS
	73135128
	Xgwm413
	
	
	[5]

	
	
	1BL
	459137504
	IWA3092
	551177487
	BS00010625_51
	[6]

	
	QGl.ccsu-1B.1
	1BL
	431653786
	Xgwm413
	454599095
	Xwmc419
	[7]

	
	
	1BS
	101590746
	gpw7383
	N
	wPt7273
	[8]

	
	QKL.sicau-2SY-1B
	1BL
	566604700
	AX-94433089
	583631139
	AX-109379070
	This study

	KW
	QKw.nwafu-6D.1
	6DL
	464846150
	barc21
	456455996
	GDM98
	[9]

	
	QKw.nwafu-6D.2
	6D
	N
	cfa5
	14221399
	GDM132
	[9]

	
	
	6DL
	N
	wPt-3127
	459178794
	Xcfd45
	[5]

	
	QGwid.ccsu-6D.1
	6DS
	62078025
	Xcfd19c
	79956573
	Xgwm325b
	[7]

	
	qKW-6D
	6DL
	418280403
	Xbarc96
	
	
	[10]

	
	QKW.sicau-2SY-6D
	6DS
	45905000
	AX-94618881
	73372140
	AX-110066157
	This study

	KT
	
	2DL
	142336663
	Xgwm30
	267082590
	Xwmc144
	[10]

	
	QKT.sicau-2SY-2D
	2DL
	481592235
	AX-110012897
	512881951
	AX-110720701
	This study

	TKW
	QTkw‑2D.2
	2DL
	608198902
	Xmag3596
	N
	wPt-665317
	[4]

	
	
	2DL
	N
	UBC815
	
	
	[11]

	
	QTgw.ipk-2D
	2DL
	599941936
	Xgdm6
	
	
	[12]

	
	QTgw.crc-2D.1
	2DL
	332519419
	wmc601
	
	
	[13]

	
	QTgw.crc-2D.2
	2DL
	647509942
	gwm382
	
	
	[13]

	
	QTgw.nfcri-2D
	2DS
	115879168
	xbarc228
	580011701
	xcfd168
	[14]

	
	QTGW
	2DL
	577440659
	wmc41
	593738612
	wmc181
	[15]

	
	
	2DS
	59311162
	cfd62
	N
	mag4355b
	[15]

	
	
	2DS
	130832831
	Xwmc18
	
	
	[16]

	
	QTkw-2D
	2DL
	481601603
	IWA4789
	523150715
	IWB53594
	[6]

	
	QGw.nau-2D
	2DS
	19623155
	GWM261
	23024714
	WMC112
	[17]

	
	QTkw-2D
	2DL
	561157733
	Xcfd233
	574603546
	Xgpw5215.1
	[2]

	
	
	2DS
	27981473
	wPt-666223
	38250344
	gpw4473
	[18]

	
	QTgw.cau-2D
	2DL
	18490000
	SSR-2013
	23760000
	Xbarc11
	[19]

	
	QTgw.crc-2D
	2DS
	17609164
	Xgwm296
	23024735
	Xwmc112
	[12]

	
	qTGW2D
	2D
	N
	Me8Em11b
	N
	Me8Em11a 
	[18]

	
	QTKW.sicau-2D
	2DS
	32970798
	AX-111096297
	33735919
	KASP-AX-94721936
	[19]

	
	
	2DS
	23024744
	Xcfd53
	
	Xbarc168
	[20]

	
	Qtkw2D-1
	2DL
	513098578
	Xgwm539
	
	Xcfd168
	[21]

	
	QTKW.sicau-2SY-2D
	2DL
	481592235
	AX-110012897
	512881951
	AX-110720701
	This study


[bookmark: _GoBack]N: information could not be found.
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