
1

2

0.06

1.88

2.04

3.17

4.23

6.01

6.03

8.12

10.02

12.20

14.16

16.16

18.55

20.14

22.09

24.18

26.18

28.08

30.03

32.04

34.02

36.01

37.03

3677132.F.0.13

Aldehyde dehydrogenase family 3 member F1

Geranylgeranyl pyrophosphate synthase, chloroplastic 
3254626.F.0.28

Cytochrome P450 81E8 (x2)

3240189.F.0.7

3227100.F.0.20

Cytochrome P450 78A7

Alcohol dehydrogenase 1 (x2)

3677069.F.0.18

3227331.F.0.9

3229094.F.0.58

4744067.F.0.42

3253737.F.0.16

3667835.F.0.18

3228395.F.0.27

3227601.F.0.45

3231822.F.0.43

3223506.F.0.5

3226879.F.0.54

3675237.F.0.36

3249544.F.0.57

3249913.F.0.36

3246302.F.0.20

3674760.F.0.30

2.05 3238472.F.0.60

6.14

7.55

8.26

14.19

16.14

18.13

20.10

22.10

24.36

26.28

28.10

30.14

32.19

34.03

36.06

38.06

40.03

41.19

3-ketoacyl-CoA synthase 4

Phenylalanine--tRNA ligase alpha subunit%2C cytoplasmic
Probable 3-hydroxyisobutyrate dehydrogenase-
like 3%2C mitochondrial (x2)

3247909.F.0.28

GDSL esterase / l
ipase21

DDS 6 (x4)

Probable 3-hydroxyisobutyryl-CoA hydrolase 2

Terpene synthase 9 (x2)

Aromatic-L-amino-acid decarboxylase

3227810.F.0.30

3254037.F.0.40

3230620.F.0.61

3251209.F.0.5

3226152.F.0.61

3230267.F.0.28

3237915.F.0.5

3234644.F.0.28

3667238.F.0.15

3249688.F.0.46

3224497.F.0.22

3248314.F.0.45

3222767.F.0.54

3251100.F.0.25

3251950.F.0.41

E
p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
G

7
E

p
o

x
y
li
n

a
lo

o
l_

R
_
G

L
M

_
G

7

E
p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5
E

p
o

x
y
li
n

a
lo

o
l_

R
_
G

L
M

_
M

A
F

5

E
p
o
x
y
lin

a
lo

o
l_

R
_
M

L
M

_
G

7
E

p
o
x
y
lin

a
lo

o
l_

R
_
M

L
M

_
G

7
E

p
o

x
y
li
n

a
lo

o
l_

R
_
M

L
M

_
G

7

E
p
o
x
y
lin

a
lo

o
l_

R
_
M

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
M

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
M

L
M

_
M

A
F

5
E

p
o
x
y
lin

a
lo

o
l_

R
_
M

L
M

_
M

A
F

5
E

p
o

x
y
li
n

a
lo

o
l_

R
_
M

L
M

_
M

A
F

5

F
lo

ra
l-

L
ig

h
tw

o
o

d
_
M

L
M

_
G

7

F
lo

ra
l-

L
ig

h
tw

o
o
d
_

M
L
M

_
M

A
F

5
F

lo
ra

l-
L
ig

h
tw

o
o
d
_

M
L
M

_
M

A
F

5
F

lo
ra

l-
L

ig
h

tw
o

o
d

_
M

L
M

_
M

A
F

5

F
lo

ra
l-

O
th

e
rs

p
ic

e
_
M

L
M

_
M

A
F

5

F
lo

ra
l-

T
o

b
a
c
c
o

_
M

L
M

_
M

A
F

5

L
in

a
lo

o
l 

c
is

 p
y
ra

n
ic

 o
x
id

e
_
U

R
_
G

L
M

_
G

7

L
in

a
lo

o
l 

c
is

 p
y
ra

n
ic

 o
x
id

e
_
U

R
_
G

L
M

_
M

A
F

5

L
in

a
lo

o
l 
c
is

 p
yr

a
n
ic

 o
x
id

e
_
U

R
_
G

L
M

_
S

S
R

L
in

a
lo

o
l 
c
is

 p
yr

a
n
ic

 o
x
id

e
_
U

R
_
G

L
M

_
S

S
R

L
in

a
lo

o
l 

c
is

 p
y
ra

n
ic

 o
x
id

e
_
U

R
_
G

L
M

_
S

S
R

L
in

a
lo

o
l 
tr

a
n
s
 f

u
ra

n
ic

 o
x
y
d
e
_
U

R
_
G

L
M

_
G

7
L

in
a
lo

o
l 

tr
a
n

s
 f

u
ra

n
ic

 o
x
y
d

e
_
U

R
_
G

L
M

_
G

7

L
in

a
lo

o
l 
tr

a
n
s
 f

u
ra

n
ic

 o
x
y
d
e
_
U

R
_
G

L
M

_
M

A
F

5
L

in
a
lo

o
l 

tr
a
n

s
 f

u
ra

n
ic

 o
x
y
d

e
_
U

R
_
G

L
M

_
M

A
F

5 C
is

 
C

is
 

C
is

 
C

is
 

C
is

 
C

is
 

C
is

 o
c
im

e
n

e
 +

 e
th

y
l 

h
e
x
a
n

o
a
te

_
U

R
_
G

L
M

_
G

7

C
is

 
C

is
 

C
is

 
C

is
 

C
is

 
C

is
 

C
is

 
C

is
 

C
is

 
C

is
 o

c
im

e
n

e
 +

 e
th

y
l 

h
e
x
a
n

o
a
te

_
U

R
_
G

L
M

_
M

A
F

5

C
is

 o
c
im

e
n

e
 +

 e
th

y
l 

h
e
x
a
n

o
a
te

_
U

R
_
G

L
M

_
S

S
R

F
lo

ra
l-

F
lo

ra
l-

F
lo

ra
l-

F
lo

ra
l-

P
e
p

p
e
ry

_
M

L
M

_
G

7

F
lo

ra
l-

P
e
p

p
e
ry

_
M

L
M

_
M

A
F

5

F
lo

ra
l-

F
lo

ra
l-

F
lo

ra
l-

F
lo

ra
l-

F
lo

ra
l-

F
lo

ra
l-

F
lo

ra
l-

F
lo

ra
l-

F
lo

ra
l-

P
e
rf

u
m

e
_
M

L
M

_
M

A
F

5

L
in

a
lo

L
in

a
lo

L
in

a
lo

o
l 

c
is

 p
y
ra

n
ic

 o
x
id

e
_
U

R
_
G

L
M

_
G

7

L
in

a
lo

o
l 

c
is

 p
y
ra

n
ic

 o
x
id

e
_
U

R
_
G

L
M

_
M

A
F

5 L
in

a
lo

L
in

a
lo

o
l 

c
is

 p
y
ra

n
ic

 o
x
id

e
_
U

R
_
G

L
M

_
S

S
R

L
in

a
lo

o
l_

U
R

_
M

L
M

_
M

A
F

5

2

11

2 2 2

3 3 3

4 4 4 4

5



3 4

0.20 3223090.F.0.39

2.03 3248494.F.0.32

4.36 3240349.F.0.35

6.14 3251626.F.0.48

8.29 3249093.F.0.11

10.32 3229351.F.0.32

12.19 3252636.F.0.20

14.17 3234913.F.0.16

16.29 3230995.F.0.11

18.34 3228117.F.0.43

20.65 3253489.F.0.51

22.03 3230350.F.0.11

24.32 3229838.F.0.34

26.01 3251559.F.0.18

28.04 3254090.F.0.52

30.01 3252075.F.0.18

32.01 3253701.F.0.21

34.02 3674704.F.0.34

36.00 3231163.F.0.27

0.03 3247958.F.0.16

2.10 3667049.F.0.59

4.15 3250149.F.0.25

6.67 3251289.F.0.43

8.03 3251342.F.0.12

10.05 3674577.F.0.5

12.26 3222631.F.0.8

14.07 3667330.F.0.26

16.26 3674874.F.0.65

18.09 3253159.F.0.15

20.06

22.00

24.00

26.00

3251973.F.0.8

3248326.F.0.11

Cytochrome P450 82A3

Glycosyl hydrolase family 81 protein

Acetyltransferase NSI

3227087.F.0.66

3248186.F.0.15

Chalcone synthase 2

Dihydroxy-acid dehydratase%2C chloroplastic

3-ketoacyl-CoA thiolase 2%2C peroxisomal

9-cis-epoxycarotenoid dioxygenase NCED6%2C chloroplastic

Putative Probable glutathione S-transferase

Probable indole-3-pyruvate monooxygenase YUCCA3

Triglyceride lipases%2Ctriglyceride lipases isoform 1

3-dehydrosphinganine reductase TSC10B

3-dehydrosphinganine reductase TSC10A

2-hydroxyisoflavanone dehydratase (x2)

Probable linoleate 9S-lipoxygenase 5

Primary amine oxidase (Fragment) (x2)

Putative Primary amine oxidase

Primary amine oxidase

Acyl-CoA N-acyltransferases (NAT) superfamily protein (x2)

Vicilin

Perakine reductase

Probable aldo-keto reductase1

30.01

31.85  3224567.F.0.25
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2.05 7362852.F.0.30

4.04 3231459.F.0.38

6.02 3247315.F.0.18

8.10 3253285.F.0.58

10.21 3252891.F.0.24

12.21 3229869.F.0.12

14.25 3247360.F.0.65

16.54 3229192.F.0.14

18.02 3252286.F.0.32

20.03 3234143.F.0.17

22.16 3229629.F.0.21

24.15 3232175.F.0.23

26.00 3675283.F.0.42

28.03 3223068.F.0.11

30.03

32.01

32.75

33.06

33.06

36.01

38.01

39.35

3227469.F.0.5

Alcohol dehydrogenase-like 6

3247825.F.0.45

Cytochrome P450 89A2

Cytochrome P450 89A9

Cytochrome P450 89A2 (x4)

GDSL esterase/lipase At5g18430

GDSL esterase/lipase At5g33370

GDSL esterase/lipase LTL1

GDSL esterase/lipase At4g10955

Probable aldo-keto reductase 1 (x7)

3250743.F.0.9

18681789.F.0.46

0.13 3251640.F.0.67

2.05 4737528.F.0.11

4.17 3251521.F.0.12

6.02 3248707.F.0.40

8.11 3667681.F.0.38
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12.02 3237149.F.0.5
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16.02 3247115.F.0.23
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22.01

24.37

26.20

3232856.F.0.66

3228257.F.0.63

GDSL esterase/lipase 1 (x2)

GDSL esterase/lipase 2

GDSL esterase/lipase 5

Alanine aminotransferase 2%2C miochondrial

3251033.F.0.45

3247986.F.0.26

3248243.F.0.28
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0.06 3248986.F.0.57

2.02 3225892.F.0.54

4.00 3225043.F.0.40

6.13 3222942.F.0.48

6.35 Putative probable terpene synthase 9

6.37 Putative probable terpene synthase 9

6.38 Putative probable terpene synthase 9

8.09 3675297.F.0.5

10.14 3248317.F.0.21

12.09 3225367.F.0.46

14.56 3227398.F.0.39

15.81 3239533.F.0.14

17.76 3248984.F.0.39

20.16 4744485.F.0.54

21.03 3247971.F.0.5

25.55 3251243.F.0.37
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2.03

4.24

6.43

8.53

9.42

11.24

13.58

14.60

15.27

16.78

18.58

19.25

3253579.F.0.39

3-ketoacyl-CoA synthase 4

Putative Aldehyde oxidase GLOX1

Putative Aldehyde oxidase GLOX 

Putative Aldehyde oxidase GLOX1

3251380.F.0.59

3230680.F.0.25

3251859.F.0.54

3227901.F.0.13

3239511.F.0.33

3249535.F.0.28

3235307.F.0.37

3222967.F.0.49

3252752.F.0.19

Putative O-acyltransferase WSD1

Puta

tive O-acyltransferase WSD1

3676219.F.0.19

3675493.F.0.10

3246912.F.0.68
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0.03 3674812.F.0.32

0.79
3-hydroxyisobutyryl-CoA hydrolase-like protein 
2, mitochondrial

2.47

4.01

6.08

10.16

13.84

17.11

20.31

23.30

26.44

28.86

30.16

3254020.F.0.59

Aldehyde dehydrogenase family 7 member A1

Putative Flavonoid 3'-monooxygenase

7367290.F.0.39

S-adenosyl-L-methionine-dependent
methyltransferases superfamily protein

GDSL esterase/lipase EXL3%2C putative (x2)
3-hydroxyacyl-CoA dehydrogenase%2C conserved
site-containing protein
3-hydroxyisobutyryl-CoA hydrolase-like protein 3%
2C mitochondrial
3-ketoacyl-CoA synthase 11

Putative Probable carboxylesterase Os04g0669500

3251703.F.0.22

3249997.F.0.10

3248496.F.0.12

7361968.F.0.47

3251729.F.0.18

Feruloyl CoA ortho-hydroxylase 2

3249888.F.0.28

3676286.F.0.13

3246680.F.0.24

32.38 3223825.F.0.61

32.52 3248648.F.0.15

32.79 3253666.F.0.22

34.07 3227179.F.0.28

36.50

38.12

3253133.F.0.64

4-hydroxy-3-methylbut-2-en-1-yl diphosphate synthase

(ferredoxin)%2C chloroplastic

Glycosyltransferase family protein 2

Alpha-L-fucosidase 1 (x2)
3677189.F.0.13

0.11

2.18

4.09

5.42

6.32

7.10

9.07

9.84

11.49

14.21

16.21

18.83

20.29

21.61

7361286.F.0.43

Geranylgeranyl transferase type-1 
subunit beta

3247956.F.0.55

3-ketoacyl-CoA synthase 19

3-ketoacyl-CoA synthase 19

3246871.F.0.41

3222786.F.0.44

Probable terpene synthase 9

Aspartate/glutamate/uridylate kinase 

family protein%2C putative

3248569.F.0.44

3248392.F.0.60

3229547.F.0.64

18681932.F.0.26

7363572.F.0.49

7367028.F.0.15

3230358.F.0.5

3676085.F.0.29

Putative Probable S-

adenosylmethionine-dependent 

Putative Probable S-
adenosylmethionine-dependent 

3231714.F.0.47
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