Table S1 The software version and R packages used in the experiment

	Software Name
	Version
	R Package
	Version

	Trimmomatic
	0.36
	vegan
	2.0-10

	FastQC
	0.11.2
	GO.db
	3.3.0

	NCBI Blast+
	2.60
	DEGseq
	1.26.0

	Bowtie2
	2.3.2
	scatterplot3d
	0.3-36

	SAMtools
	1.5
	gplots
	2.17.0

	BCFtools
	1.5
	ballgown
	2.4.3

	Trinity
	2.4.0
	topGO
	2.24.0

	HISAT2
	2.1.0
	DESeq2
	1.12.4

	StringTie
	1.3.3b
	ggplot2
	2.2.1

	GffCompare
	0.10.1
	Hmisc
	4.0-3

	MISA
	1.0
	igraph
	1.0.1

	Primer3
	2.37
	VennDiagram
	1.6.17

	SnpEff
	2.36
	clusterProfiler
	3.0.5

	EricScript
	0.55
	edgeR
	3.14.0

	BEDTools
	2.26.0
	WGCNA
	1.51

	KAAS
	2.1
	
	

	RSeQC
	2.6.1
	
	

	Qualimap
	2.2.1
	
	

	Salmon
	0.8.2
	
	

	TransDecoder
	3.0.1
	
	

	ASprofile
	1.0.4
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