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TABLE S4. Agreement between DXA and prediction equations in kidney transplant patients sample stratified by sex

Men Women
DXA or Bland-Altman analysis ICC analysis DXA or Bland-Altman analysis ICC analysis
L - Pearson 5% it : Pearson 5%
Body Composition  Frediction Bias lati Tol Prediction Bias s o
i Equation (DXA- LOA Icc (95%CI) correlation olerance Equation (DXA- LOA IcC (95%Cl) correlation olerance
Prediction) Prediction)
X SD X SD  lower upper r lower upper r p % (n) X SD X SD lower upper r lower upper r p % (n)
Cross-sectional data n = 48 Cross-sectional data n = 33

AFFMpxa (kg) 2256  3.42 1453 2.25
AFFMgergi (kg) 2159 260 097 139 -175 369 0.854 0594 0.935 0.93 0.00 54(26) 1509 190 -056 112 -275 129 0.829 0.635 0918 087 0.00 39 (13)
AFFMkyie (kg) 2336 296 -079 134 -341 183 0887 0.726 0946 0.92 0.00 52 (25) 1575 214 -103 112 -322 116 0.815 0.565 0.920 0.87 0.00 36 (12)

AFFMuicaonais (Kg) 2140 275 116 175 -2.27 459 0788 0497 0900 086 000 44(21) 1317 177 136 138 -1.34 406 0630 0055 0849 079 000  21(7)
FFMoxa (Kg) 4753  6.68 3321 522

FFMramios (kg) 4962 538 -209 347 -889 471 0792 0504 0897 085 000 48(23) 3538 501 -211 336 -869 447 0731 0504 0875 079 000  24(8)
FFMriamavc (kg) 5252 553 -499 328 -1142 143 0645 -0.077 0878 087 000 25(12) 3676 513 -355 332 -1005 295 0646 0026 0863 079 000  15(5)
FFMyoories (kg) 4138 7.13 615 634 -627 1857 0417 -0.026 0690 058 000 27(13) 2386 470 940 466 026 1853 0206 -0.082 0546 057 0.0 6(2)

FFMneorimamc (Kg) ~ 47.71 507 -018 345 -6.94 658 0.833 0721 0.903 0.86 0.00 44 (21) 4446 471 -1125 332 -1775 -474 0219 -0.039 0590 0.78 0.00 3()

FFMuume (kg) 5224 530 -470 368 -1191 251 0626 -0.048 0.858 0.83 0.00 25(12) 4037 496 -7.16 371 -1443 011 0371 -0.091 0.728 0.73  0.00 0(0)
FFMjanssen (Kg) 29.44 355 1808 440 945 26.70 0.099 -0.026 0.355 0.79 0.00 0(0) 1819 245 1501 344 826 2175 0.08 -0.029 0368 084 0.00 0(0)
FFMLee (kg) 3331 340 1421 444 550 2291 0.142 -0.042 0.446 0.80 0.00 0(0) 2288 285 1033 352 343 1722 0.162 -0.048 0492 0.77 0.00 0(0)

AFFM, appendicular fat free mass; DXA, dual energy X-ray absorptiometry; FFM, fat free mass; ICC, intraclass correlation coefficient; LOA, limits of individual agreement. Bias calculated as DXA data - Prediction equation value; 5%
tolerance between DXA and prediction equations (Prediction equation/DXA from < 0.95 to < 1.05).



