MDR region

Tn6575 (ICEPvuChnBC22) r 1 t f
(297..92767) I
_'%‘ 6‘, 0% % % V%‘s 1 Kb Inverted Direct
% 0)"0 £ repeats repeats
Conjugal transfer
n6562 Backbone E> g
# Maintenance
Tn6576
(5019721..4591824)
W %, %, % o”@
i z"o 602’9 z’_\
RETERRT % 11.1-kb bIaHM5_1—$uIZ region

0 Tn6577
+. < e (3377168..3339626)
% 2 2. 2 2 9
¢ = %, > %, oo%

Tn6512(R391)
M—H}Mﬁ—oﬁ_ﬁ—ﬂﬂ{ HE) )< i) e ) I S S E— (1..32357)
. . Used as reference
3 + 4 O (o) < < Y% & ' S ) E& <2 & )
%, % % % % %8‘3’«7 2, %, R, g Yo, 2 e S
2, > 2, % e N
‘@, X d

SRS ) e ) =) e 58T

o1 (o) &S & & < s & % <& < < <
%+ 22 2 . . G % % % Z,

i B X X B % ? S i

b T T ) DEE=) Tn6576
(4591823..4568716)

')' (o &S & & < s & (o2 < S & < <
+ 22 L%y %y % % %%, % %

g T, B BN A SN N SN g

:ECEE ::Ijl[;l:; Dl:;[; D[DED (3339625..3317562)

o (o) & & & <& & & o o’ & & < <&
% 2 %%, %, % % % % . % %

~ T B BN Y% N RN 2

Tn6512

PE=SEEN AW DESES R e =) E=E (=) KEPE=)E=) ) (32358.59374)

Used as reference

o . & <
* > Ty, My, %, % N A%k A %y,
ISPpul2
e e— ) ) o) ) ) ) ) ) m— ) ) ———) \aataEmamim) 07
My (115876..147191)
(o)
Tn6580b
Mﬁﬂ—#ﬂw p— im0
P ! 1 " L. ; = (4568715.4485620)
%3 >3 >3 X
S = 8% < = et % %
Tn6580a
M—Mﬁw ) — W Tnes7z
(3317561..3239622)
(o)
L A s NN % %% %
mer region
| | Tn6512
— a0 = e sl Emn Rl ERE B ) ) W (59375..88549)
Used as reference
e % o By R, % %

Figure S1. Comparison of four related ICEs Tn6512, Tn6575, Tn6576, and Tné6577.
Genes are denoted by arrows. Genes, mobile elements and other features are colored
based on their functional classification. Shading denotes regions of homology

(nucleotide 1dentity >95%). Numbers in brackets indicate nucleotide positions within
Tn6512,' Tn6575, and the chromosomes of strains QD23 and 1701092, respectively.

The accession number of Tn6512 used as reference 1s AY(090559.
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Figure S2. Organization of Tn6582, and comparison to related regions. Genes are denoted by
arrows. Genes, mobile elements and other features are colored based on their functional classification.
Shading denotes regions of homology (nucleotide 1dentity >95%). Numbers in brackets indicate
nucleotide positions within the chromosome of strain QD23. The accession numbers of Tn5393¢*

and ISCR2—sul2 unit used as reference are AF262622 and AE014073, respectively.
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Figure S3. Organization of Tn6728. Genes are
denoted by arrows. Genes, mobile elements and

other features are colored based on their functional
classification. Numbers 1n brackets indicate nucleotide
positions within the chromosome of strain KP64.
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