Supplementary Figure 1
A 2|0 4ID 6]0 8|0 l(lJO lfO

OdiMTINor [GTTCTCAAAAC--TGAAAA--CTACAAAAAAATGGATCCGGTTTGCTCTTTCCGCTGCTGCGAAGGTAAAAAGGGCCAT-AAATGAAAA--TTCTAGCGCG-TTTTTAGAAAACTGCGCAG
OdIMTICAL o o o o o o o o o o e ==ttt ee==0uunon N 0000000000 0000MWo000=co0o0o0o0o000®o=00o0o0
YodiMricat |.AA-..G.T.T--...C..AT..T.-
OdMT10TE fo o o o o o o o v o —— e .. -CTGA. .- 0@0000Wooo00do@oo0Nooooo So 5000
OdMT10Sa fo o o o o o o o o oo e e e e CTG...- o(tla oo o0a0000 (¥Noococoo000C 5o o000
0diMT10ki |-AAT.TTTG..AAC.T...AGG--.- TTTATT.CGCG..a.GGTCTAGCAAGTG.AAA. ... ... CTTC..... A..

140 200 220 240

| | | | | |

GATGCGTCGATTGCCCAGCTGGCTGTGATCCCTGCAAATGCACGTTGGAAGTCTGCAAGAAAGTTTGCGAAGGTAAAAACTTTCTGGAAATCTTTCTAAAAAGTCGCGGTTTTATAATCT

T T I ...

R

..C
.T.

ATAAATTC---AGGTTGCAAAGATTGCCCTCCCGGATGCGAGCCGTGCAAATGCGAAAAATGCTCCACCAAGAAATGCAAAAGCAATTGCTGC---CCGACCAGCACAGCGGAATAA 344

G e o e o o s o= = = 4 e e e s s s s s e s s s e s e s s s s s s e s s s esssssesessssesssssesCaeeeecicseoceeesBC ittt 00000 e s et s e 0T "= cussseeesssesesssssss 343
G o oo ceee===0eeC i tteeeeeooscsoososssosssssssssssssssssssessCacceeecccccceesBACiicceceeceseleeeeeeees="==coiceoeoeosoosossssssssssess 273
Geveeeoo —==...C...GCG. ... [ Ci ettt oo eeeeese CC..G. oo eew A....C..veenen C.TC....... == c.A. .. T..T.C..... G 332
G...... G---...C..cccceeceos G..G. .o Chieeeveeecoocee CC..G....... A....C......... C.TC....... — == e e e e A...T..T.C..... G 333
T.CT....TCA...C...CG...C..T..... A..... ToeoCoveeeoeenoooe TCho oo eeeoeoes G.A..TGGC...... T.TTCC...... GCTG.A..A.A....T.C.CC... 332
B 20 40 60 80 100 120

| | | | | |
OdiMT2Nor ATGGAAGTAAAACGACCA---AACAACTGCTGCCCGGCTAAGTGCCTAGGTTGCAAGGGATGCCCACCAGGTGAGAACTAATAAACTCTTATAAATTCAAGTATATTAAATTGAA-ATTCT

OdIMT2CAL 4 4 v v o ot o e o o o o o o saow ---

YOAiMT2CAt '« v v v e v v v v v v v v uen T.---

OdiMT20re o v v v o o o T eeoeeesoo m e e et e s v e s e s e e e e e e e s e e e e e e e s e e e eeeeeneess o - A....TG.TA....... c---....T7TG..AGCC....T..T..T.A.TG

OdiMT20Sa ¢ o o o o o & T oeeesosssemmmmmmmmeo-oo oo ------------ - - - - - - - - - - - - - - - - - - - - - - R R R e e e e R

OdiMT20Ki & v v v o v o™ TC...A..A.CGA.....eoeoeao. «eee..A..C......6GAT. . .A.....A.AC. ¢+ .2 ceeeeoeesTG...AAT <<<KKLKLKLKLLLLLLLLKLLLLLLLLKLLLLKLKLLKLK257>5SSS555S555555555555>555>555>>
140 160 180 200 220 240

| | | | | |
TTCACCCGCTAACTGTAACCTAAGGGTGTGAACCTTGTATTTGCAACA-TGGATACCTGCAAAAATATCTGCAACAAATGTAAAGAGTGCCCGAAAAACGAGTTCGGCTGCGACCCTTGCA

D L I S T I ST S e e e e e e e e e ceGLo- .. e e e s e s e e e e e e e e e e e e e e e e s e e c e e s e e e e e © e e s e s e s e s e s s s e s e e e e
T B T T T T T T T T T i
cooc@oWls 5600600 AGT.T..... CA..C..T..A..C........ G.-..... ! G..C..T..T..... T GG...... CT..T....oo.. C...G
SSSS555555555>5>>>>>>>>>>>>C . AT.C. . .C. .C.TT. .A..C.AA...TTG.C..AC-G...... CC. .Gttt vt e ennon T..C...A.C..T..-=--=--=---- ACC...A..T..... cC...G

260 280 300 320 340 360

GuoveeCliveennnnn Guoveennn C..Cuvnn T T .CCut e eeeeennn G.v... c..ca.

———————————————————————————————————————————————— ..C..C..C..CA.

GGC..CGAG..A...G..... AA...C..... C..T..C..... I T T i i
380 400 420 440 460 480

ATGAATGCTTGCAAGAAAGTGTGCAAGCAGTGCAAGAACTGCCGAAAATCTGAATCCGGTTGCGACCCCTGCGAATGCTCCAAATGCGCTTTAAAGGGATGCAAGTGCGACTGCTGTCCCA.

Y

e Bt e e e o s e 0 e e e s e e e e e e e e e e e e e e e e T.CC..... A...TCC...G.veveeunon GG....T...... TC...A..T..T..C..... T..C.ooonon A....A......
T CC. .o TCC...G.G. ..o GG....T...... TC...A..T..T..coeoon.n T..C..... CA....A......

..A.TT..C..C..... C.oocA.A. .o Coeveeeen G....

..... T..C..CAG........A.A....C....CG......G....

..... T..C..C..G.......A.A....C....CG......G.C..C. oo eoeoeTT..o.oBoooeooooooooooosoesesosossossossosssssssCo..A.....T.A.AA....

...A.C..... C..G..T....AAA. ... ..... CG..A..C..C..C......... GAA...G.C.AG....A....GTC..CA.AG....... AAC. ... ..co.o.. GGGCAAAAT. ..
1.220 1.240 1.260 1.280 1.300 1.320

| | | | | |

TGTGACCCTTGCGAGTGCCTAAAATGTTCCCGAAAGGGCTGCGAGTGTGATTGCTGCCCCCAAAAAAATGAC-TGCTGCGAAGGT-AA- -~~~ AAAATTA-TGAACAATTTTGTCACT-A

....... e T - T T T T T T T

........ G...A.....GG......C...AA ... .A. . A. .. ... iueeeeeeoeoeeesBA.iBG.ioteneeneeemutooeoeoeooeooe—us .C...TT....A-....A.

........... TCuooeeeAA . i o oo e Cu it v o e e BGA . .ttt eoeoeeococococceeesBAMiBGoeeeeeeeee=coeeeeooeooeoeoe—o0 .T...-T...AA.G.T.-.

........ G...c......AG.....C..GAA......T...A....CAGC........GA..C,---~-,C.T.....T......T.GAGAAG.......G.A..A.CGGAGC.TTG.T.

1.340 1.360 1.380 1.400 1.420 1.440
| | | | |

T.C....C..TAC.
T.-....C..TACT

CGAAA..GC.AG...CAAG..... C....G. . B
1.520 1.540 1.560
| | |

.AA.GCC.TGCTGTGA. .TT.C...CGCC..C..C..A..C
1.460 1.480
| |

-AAAAAATGCTGTTAA 1359

— e et e e e C.... 969
———————————————— 353
R G..... C... 1555
— e e e e G..... c... 1091
G...TC...... cC... 675

Figure S1. Nucleotide alignments of OdiMT gene variants form Norwegian (NOR), Catalonian (CAT), Oregonian (ORE), Osaka (OSA) and Okinawa (OKI) O.
dioica populations. Norwegian sequences used as reference; dots and dashes indicate nucleotide identity and gaps, respectively. Grey boxes indicate introns relative
to the genomic sequence alignment. (A) OdiMT1 genes. Black box depicts the sequence upstream of the ATG, revealing that a 35 nt deletion at the 5’-end of the
Y-OdiMT1CAT removed the first exon. (B). OdiMT2 genes. Arrows in first intron of OdiMT2OKI indicate that the full nucleotide sequence is not included because
the large size of the intron.



