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Functionnal classification
KOG Highlighted functions
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115 symbiosis irepresed genes
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Secretome KOG Highlighted functions
= SSP SSP - No KOG annotation Secreted - Information storage & processing . Unknown . Protease
Secreted Secreted — No KOG annotation . Not secreted — Information storage & processing . Other function . Transcription factor
Not secreted — No KOG annotation . Secreted — Cellular processes & signaling Cytochrome p450 . Lectin
SSP - Poorly characterized . Not secreted — Cellular processes & signaling . CAZyme . Transporter/Permease

Secreted - Poorly characterized
Not secreted — Poorly characterized
SSP - Metabolism

Secreted — Metabolism

Not secreted — Metabolism



