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) Module-1

CENSORED:SURVIVAL_DAYS
UL3|STOML3|CUL5MRPL48|CD2BP2|DTX3L|NMU|NCBP2/ANAPCS5|ENO3|GNG4|FGFR
Concordance Index = 86.84, Log-Rank Equal Curves p=0, R*2=NaN/0.976
Risk Groups Hazard Ratio = 14.35 (conf. int. 8.92 ~ 23.1), p=5.151e-28
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) Module-4

CENSORED:SURVIVAL _DAYS

MUCGB|INPPSE|RACT/MTM1|GALNT3|DUOX2|GCNT1|GALNTGE|PLCZ1|PI4K2A |B3GNT3[FUT2
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Concordance Index = 72.51, Log-Rank Equal Curves p=2.476e-13, R*2=0.22/0.976
Risk Groups Hazard Ratio = 3.28 (conf. int. 2.34 ~ 4.59),
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) Module-7

CENSORED:SURVIVAL_DAYS

26|EP300|MU CL1|MYE |RNF126|DLG2|ADH5|ABAT|CREBBPHOMER2/BCL2/GALNT10jADC’
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Lung -

Concordance Index = 67.24, Log-Rank Equal Curves p=4.527e-11, R*2=0.138/0.976
Risk Groups Hazard Ratio = 2.84 (conf. int. 2.05 ~ 3.92), p=2.71e-10
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Module-10

CENSORED:SURVIVAL_DAYS
SC7|ASZ1|HIST1H2BJ|CCTS5|EP300|DAG1|RPL10L|MAEL|XRCC5/GNG3|HESS|GIT2|MA
Concordance Index = 58.88, Log-Rank Equal Curves p=0.001023, RA2=0.034/0.976
Risk Groups Hazard Ratio = 1.67 (conf. int. 1.23 ~ 2.28), p=0.001162
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(B) Module-2
CENSORED:SURVIVAL_DAYS

2R27|UBE2B[TRIM36|FBXW5|FBXW12|GRB14/ADCYAP1R1|HCRTR2|F2R|FBXO7|CHRM1|R
Concordance Index = 84.53, Log-Rank Equal Curves p=0, R*2=0.49/0.976
Risk Groups Hazard Ratio = 9.93 (conf. int. 6.45 ~ 15.29), p=1.868e-25
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Module-5

CENSORED:SURVIVAL_DAYS

GT2|LPAR5|OXTR|MRPS30|GNG7|P2RY2|MRPL39|GNAQ|GABRAS|PTAFR|CCKER|MRPL1!
Concordance Index = 66.72, Log-Rank Equal Curves p=6.536e-10, R*2=0.137/0.976
Risk Groups Hazard Ratio = 2.66 (conf. int. 1.93 ~ 3.68), p=2.715e-09
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Module-8

CENSORED:SURVIVAL_DAYS

RIN2D|GRIN1|FER|ESR2|ACTR1B/ADAMTS17MUC7|UBR4|PDEBG|HCRTR1|SH3GL3|ADRA
Concordance Index = 66.74, Log-Rank Equal Curves p=1.453e-05, RA2=0.097/0.976
Risk Groups Hazard Ratio = 1.97 (conf. int. 1.44 ~ 2.68), .

4 0 0 0 a 0 a a a

018 {rurvsebs 1,43 Sepit 1 1.2018) 20180327 a1

237, +:134, Gl=

=
=
T T T T T T T
a 1000 2000 3000 4000 5000 6000 Fooo
238 170 74 41 23 14 5 3 1 1 1 1 1 1 1
237 144 &2 25 16 9 ] 2 1 1 1 1 1 1 1
Lung - LUAD - TOGA - Lung adenocarinoma June 2016 {rumwebs 1,13 Sepi| 112013) 20180027 223

(C)

Module-3

CENSORED:SURVIVAL_DAYS

3GS5|RGSI|GNA15FGF3/CXCR5|ADAMTS 16/ENTPD3|CCL19[TACT|PF4|CXCL12/ADCY9|C:
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LUAD - TGGA - Lung adenocarcinoma June 2016

Concordance Index = 73.01, Log-Rank Equal Curves p=5.551e-16, R"2=0.219/0.976
Risk Groups Hazard Ratio = 3.7 (conf. int. 2.64 ~ 5.2), p=3.883e-14
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Module-6

CENSORED:SURVIVAL DAYS

|RNF217|FEXWS|RNF220|HECTD3|UBE2Z[TRIM11|PJA1|CDC16/ASB12|FBXO4TRIMEO|FEX
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-LUAD - TCGA - Lung adenccarcinama June 2018

Concordance Index = 63.62, Log-Rank Equal Curves p=1.762e-06, R*2=0.096/0.976
Risk Groups Hazard Ratio = 2.11 (conf. int. 1.54 ~ 2.88), p=2.93e-06
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Module-9

CENSORED:SURVIVAL_DAYS

XL19|ASB5|FBX027|PLA2G2E|AGPAT5/MC4R|KIF1C|COPS8|CAPN1[ITSN2INMU HIST 1H22
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Concordance Index = 95.47, Log-Rank Equal Curves p=0, R*2=0.614/0.976
Risk Groups Hazard Ratio = 58.14 (conf. int. 28.31 ~ 119.4), p=1.847e-28
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