(A) Module-1

CENSORED:Survival Months
I1|HERC6HLA-C|ISG20|UBA7|UBC///UBB//RPS27A|ISG15|MX2|IRF7|IFIH1|DDX60|IFI35|0AS
Concordance Index = 59.8, Log-Rank Equal Curves p=1.361e-07, R*2=0.041/0.996
Risk Groups Hazard Ratio = 1.64 (conf. int. 1.36 ~ 1.98), p=1.831e-07
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(D) Module-4

CENSORED:Survival_Months
{JUBC///UBB///RPS27A|HERC6|PSME1|XAF1|UBE2L6|ISG15|0AS1|UBE2H |IFITM3|PSMD9|Sk
Concordance Index = 59.23, Log-Rank Equal Curves p=1.159e-05, R*2=0.031/0.996
Risk Groups Hazard Ratio = 1.51 (conf. int. 1.25 ~ 1.82), p=1.341e-05
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(G) Module-7

CENSORED:Survival_Months
FIT2|PSMB9|TCEB2|SRPIL1///SRP9|UBE2L6|PSMC2|MRPL20|PSMB8|PSMB10|RPS18|ISG1
Concordance Index = 57.07, Log-Rank Equal Curves p=2.798e-06, RA2=0.022/0.996
Risk Groups Hazard Ratio = 1.55 (conf. int. 1.29 ~ 1.86), p=3.360e-06
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(J) Module-10

CENSORED:Survival_Months
IFIT3|IFIT2IMX2HERC6|XAF1|HLA-B|MX1
Concordance Index = 55.86, Log-Rank Equal Curves p=0.000321, RA2=0.009/0.996
Risk Groups Hazard Ratio = 1.4 (conf. int. 1.16 ~ 1.68), p=0.0003438

o
o
= ]
«w |
=
-
g
o bt
o ]
o
2
T T T T
Q 50 100 150 200
522 387 245 102 42 14 & 2 1
522 329 206 96 40 14 5 0 a
Lung - Lung Metabass: 6 cohors 22K genes (1Lruarbss 113 Sep 1112005 2015 D408 024

(B) Module-2

CENSORED:Survival_Months
PSMC2|ISG15|UBE2L6|POLH|BMS1/POMP|UBC//UBB///RPS27A|HLA-B|RPS18
Concordance Index = 56.41, Log-Rank Equal Curves p=0.0002006, RA2=0.017/0.996

Risk Groups Hazard Ratio = 1.42 (conf. int. 1.18 ~ 1.7), p=0.0002167
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(E) Module-5

CENSORED:Survival_Months
RPS18|RPSEP10//RPS8|RPL5|RPS3AEEF1A1|RPL7|RPL4|RPLY|RPS7P11//RPST|EIF3L
Concordance Index = 55.89, Log-Rank Equal Curves p=0.02467, R*2=0.015/0.996

Risk Groups Hazard Ratio = 1.23 (conf. int. 1.03 ~ 1.48), p=0.02497

Q 50 100 150 200
522 378 247 109 49 18 [ 2 1
522 338 204 89 33 10 5 a a

Lung - Lung Metabass: 6 cohorls 22K genes (rrmeekss ¢1.13 Sepy 112005 2019 009 0310

(H) Module-8

CENSORED:Survival Months
|[PSMAS5|RPL23|ISG20|IFIT3|IFI6|RPL5|ARIH2|ISG15|RPS18|RNF111|UBE2L3|IFIT2|SNHG3-R!
Concordance Index = 62.38, Log-Rank Equal Curves p=2.546e-11, R"2=0.062/0.996
Risk Groups Hazard Ratio = 1.88 (conf. int. 1.56 ~ 2.27), p=5.355e-11
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(C) Module-3

CENSORED:Survival_Months
IFIT2|IFIT3HERCG|IFI6|PSMB8|ISG15HLA-C|CDC16|HLA-A
Concordance Index = 55.8, Log-Rank Equal Curves p=0.002982, R+2=0,014/0.996

Risk Groups Hazard Ratio = 1.32 (conf. int. 1.1 ~ 1.59), p=0.
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(F) Module-6

CENSORED:Survival_Months
3PL22|SRP14|IFIT2|IPEK2|IMP3|PSMC2/RPL13A|UQCR10|RCHY1|RPL37A|UBE2D2|RNF31///
Concordance Index = 58.48, Log-Rank Equal Curves p=3.13e-07, R*2=0.035/0.996
Risk Groups Hazard Ratio = 1.62 (conf. int. 1.34 ~ 1.94), p=4.068e-07
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(|) Module-9

CENSORED:Survival Months
7|SMC2|ISG20|TRIM25|POLR1D|IFIT2|PSMB4[TUFM|PSMB8|RPS8P10///RPS8|CLTE|RABBA
Concordance Index = 67.7, Log-Rank Equal Curves p=0, R"2=0.151/0.996
Risk Groups Hazard Ratio = 2.61 (conf. int. 2.15 ~ 3.17), p=4.271e-22
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