(A) Module-1

CENSORED:SURVIVAL_MONTHS
4L|IFI6|IFITM1|HLA-C|ISG20|UBA7|UBC///UBB//RPS27A|ISG15|MX2|IRF7|IFI35/0AS1|IRF9|H
Concordance Index = 60.95, Log-Rank Equal Curves p=2.245e-08, R 2=0.054/0.998
Risk Groups Hazard Ratio = 1.73 (contf. int. 1.42 ~ 2.1), p=3.75e-08
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(D) Module-4

CENSORED:SURVIVAL_MONTHS
3|IFI6HLA-E|UBC///UBB///RPS27A|PSME1|XAF1|UBE2L6|ISG15|/0OAS1|IFITM3|PSMD9|SKP2
Concordance Index = 57.99, Log-Rank Equal Curves p=3.318e-06, R~ 2=0.042/0.998
Risk Groups Hazard Ratio = 1.58 (conf. int. 1.3 ~ 1.92), p=4.
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(G) Module-7

CENSORED:SURVIVAL_MONTHS
PS27A|PSMB9TCEB2/SRPIL1//SRP9UBE2L6IPSMC2|PSMES|IPSMB10|RPS18|ISG15|FPGS
Concordance Index = 58.31, Log-Rank Equal Curves p=0.0003198, R*2=0.039/0.998
Risk Groups Hazard Ratio = 1.42 (conf. int. 1.17 ~ 1.72), p=0.000363
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(J) Module-10

CENSORED:SURVIVAL_MONTHS
IFIT3[MX2|XAF1|HLA-B|MX1
Concordance Index = 56.48, Log-Rank Equal Curves p=0.001738, RA2=0.021/0.998
Risk Groups Hazard Ratio = 1.36 (conf. int. 1.12 ~ 1.65), p=0.001893

(rurnehr 113 Sep' 1 1/2015) 2015-04-0902.30

o —— 378,+189, Cl=
= ] — 377,+:150,Cl
@
2
o
=
<+ |
S
o]
B
o
2
T T T T
0 50 100 150 200
378 241 98 48 29 17 9 1 1
377 223 82 39 18 7 2 2 0

Ovarian - Ovarian Melabass: 6 cohols 22K genes irurmeb 112 Sep'1 112013 2019-04-09 0244

(B) Module-2

CENSORED:SURVIVAL_MONTHS
PSMC2|ISG15|UBE2L6|BMS1|UBC///UBB///RPS27AHLA-B|RPS18
Concordance Index = 54.55, Log-Rank Equal Curves p=0.01844, R*2=0.01/0.998
Risk Groups Hazard Ratio = 1.26 (conf. int. 1.04 ~ 1.53), p=0.01919
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(E) Module-5

CENSORED:SURVIVAL_MONTHS
RPS18|RPS8P10//RPS8|RPL5|RPS3A EEF1A1|RPL7|RPL4|RPLY|RPS7P11//RPST
Concordance Index = 53, Log-Rank Equal Curves p=0.1625, R 2=0.006/0.998
Risk Groups Hazard Ratio = 1.15 (conf. int. 0.95 ~ 1.39), p=0.1646
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(H) Module-8

CENSORED:SURVIVAL_MONTHS
'SMAS5|RPL23|ISG20|IFIT 3|IFI6|RPL5]ARIH 2|ISG15|RPS18|UBE2L 3]SNHG3-RCC1///RCC1|CD!
Concordance Index = 63.27, Log-Rank Equal Curves p=2.442e-15, R"2=0.087/0.998
Risk Groups Hazard Ratio = 2.18 (conf. int. 1.79 ~ 2.66), p=1.281e-14
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(C) Module-3

CENSORED:SURVIVAL_MONTHS
IFIT3|IFI6|PSMB8|ISG15|HLA-C|CDC16|HLA-A
Concordance Index = 54.23, Log-Rank Equal Curves p=0.04832, R*2=0.014/0.998
Risk Groups Hazard Ratio = 1.21 (conf. int. 1 ~ 1.47), p=0.04961
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(F) Module-6

CENSORED:SURVIVAL_MONTHS
‘ITM1|RPS18|RPL22|SRP14/PSMC2|RPL13A|RCHY1|RPL37A|UBE2D2|IRF9|IFI35|RPL17|PSK
Concordance Index = 57.33, Log-Rank Equal Curves p=0.0002914, RA2=0.027/0.998
Risk Groups Hazard Ratio = 1.43 (conf. int. 1.17 ~ 1.73), p=0.0003318
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(|) Module-9

CENSORED:SURVIVAL_MONTHS
MC2|ISG20[TRIM25|POLR1C|PSMB4[TUFM|PSMB8|RPS8P10///RPS8|CLTE|RABBA|PPM1B]|
Concordance Index = 67.35, Log-Rank Equal Curves p=0, R*2=0.172/0.998
Risk Groups Hazard Ratio = 2.76 (conf. int. 2.25 ~ 3.39), p=3.288e-22
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