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BAD93165.1 Ginkgo biloba GbMADS1
BAD93172.1 Ginkgo biloba GbMADS8 

AEL13790.1 AGL6 Taxus baccata
AGT80614.1 Eschscholzia californica AGL6

NP_182089.1 Arabidopsis thaliana AGL6
NP_001348459.1 Solanum lycopersicum AGL6

XP_015628585.1 Oryza sativa MADS1
AHC54097.1 Musa acuminata LOFSEP2

AHC54096.1 Musa acuminata LOFSEP1
NP_001292758.1 Amborella trichopoda AGL2

ADD25179.1 Cabomba caroliniana SEP1-3
AAX15921.1 Nuphar advena AGL2 

SEP Nymphaea caerulea
ADD25207.1 Nymphaea odorata SEP1

AAX53103.1 Magnolia grandiflora AGL2
NP_001268109.1 Vitis vinifera MADS2

AQM56654.1 Paeonia lactiflora SEP1
AAK21248.1 Petunia hybrida FBP5

CAA64741.1 Antirrhinum majus DEFH49 
AAP83411.1 Syringa vulgaris SEP1

NP_001267667.1 Cucumis sativus CAGL2
NP_186880.1 Arabidopsis thaliana SEP2

NP_568322.1 Arabidopsis thaliana SEP1
XP_013625167.1 Brassica oleracea SEP1

CAA04920.1 Malus domestica MdMADS9
XP_004304204.1 SEP1 Fragaria ananassa RIN

BAD10944.1 Silene latifolia SEP1
NP_001316093.1 Daucus carota MADS5

NP_001234670.1 Solanum lycopersicum RIN
AAX15916.1 Amborella trichopoda AGL9

AAO45880.1 MADS8 Lolium perenne 
XP_020178163.1 Aegilops tauschii 

NP_001105525.1 Zea mays MADS27
XP_015610824.1 Oryza sativa OsMADS8

NP_001105153.1 Zea mays MADS6
NP_001105153.1 Zea mays SEP2

XP_015648762.1 Oryza sativa OsMADS7
AAO45877.1 Lolium perenne MADS5 

XP_020261082.1 Asparagus officinalis AOM1
ACB69510.1 Crocus sativus SEP3

AAQ83836.1 Asparagus officinalis AOM4
AAF13260.1 Dendrobium hybrid OTG7

Q38694.1 Aranda deborah AGL9
AAX53104.1 Magnolia grandiflora AGL9-like

BAB70747.1 Magnolia praecocissima MpMADS13
AAX53102.1 Eupomatia bennettii AGL9-like

AAX15923.1 Persea americana AGL9-1
AAX15924.1 Persea americana AGL9-2

AAX15918.1 Eschscholzia californica AGL9
AAT46095.1 Akebia trifoliata SEP3-1
AAT46095.1 Akebia trifoliata SEP3-like

NP_001268114.1 Vitis vinifera MADS4
AGH61294.1 Paeonia lactiflora SEP3

NP_001313953.1 Gossypium hirsutum SEP3
O65874.1 Pisum sativum MTF1

CAB95648.1 Betula pendula BpMADS1
BAD10945.1 Silene latifolia SEP3

NP_001314295.1 Gossypium hirsutum GhMADS1
NP_564214.2 Arabidopsis thaliana SEP3

O04067.1 Sinapis alba AGL9
Q03489.2 Petunia hybrida FBP2

Q42464.1 Solanum lycopersicum AGL9
NP_001289529.1 Nicotiana sylvestris SEP3

AAP83364.1 Antirrhinum majus SEP3
AAP83410.1 Syringa vulgaris SEP3

Supplementary Figure 5. Maximum-likelihood tree of 58 representatives of E lineage protein sequences plus the NycSEP protein. The tree
has been generated using the PhyML package included in the software Seaview v. 4.7. The analysis was performed applying 5 random
starts and 100 bootstrap replicates. The evolutionary distances were computed using the JTT matrix-based method and are in the units of
the number of amino acid substitutions per site. N. caerulea sequence is evidenced in blue. The tree has been rooted using AGL6 protein
sequences.


