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Supplementary figure 2. Competitive binding assays using tag-free TOPEX19 and TbPEX19-
Strep. (A) GST-TbPEX3 and TbPEX19-His was used in three independent assays in molar ratios
of either 1:10 or 1:5 (each with three technical replicates) as indicated. Raw Alpha signal
output was normalized for comparison. Tag-free TOPEX19 was titrated (0 —5 uM) and added
to the interaction to compete with TbPEX19-His for binding. The competitive curve was fitted
using GraphPad and a Kp of 9.7 + 1.9 nM was estimated. (B) GST-ToPEX3d44 and TbPEX19-
His was used for the assays in a molar ratio of 1:10 as indicated. TbPEX19-Strep (0 — 7.2 uM)
was added to bind GST-TbPEX3d44 and to compete for binding of TOPEX19-His. The Kp was
estimated to be 3.7 + 0.2 nM.



